
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8N2N9 AN36B_HUMAN Homo
sapiens

Ankyrin
repeat
domain-
containing
protein
36B

18.454035 S921 NaN 30379171;30620550;37217939 MERLCSDGFAFPHYYIKPYHLKRIHR
AVLRGNLEKLKYLLLTYYDANKRDR
KERTALHLACATGQPEMVHLLVSRR
CELNLCDREDRTPLIKAVQLRQEAC
ATLLLQNGADPNITDVFGRTALHYA
VYNEDTSMIEKLLSHGTNIEECSKN
EYQPLLLAVSRRKVKMVEFLLKKKA
NVNAIDYLGRSALILAVTLGEKDIVIL
LLQHNIDVFSRDVYGKLAEDYASEA
ENRVIFDLIYEYKRKRYEDLPINSNP
VSPQKQRAEKATSDDKDSVSNIATEI
KEGPISGTVSSQKQPAEKATSDEKDS
VSNIATEIKEGQQSGTVSPQKQSAQK
VIFKKKVSLLNIATRIMGGGKSGTVS
SQKQPASKTASDKTDSALNTATEIKD
GLQCGTVSSQKQQALKATTDEEGSV
SNIATEIKDGEKSGTVSSQKKPALKA
TSDEKDSFSNITREKKDGEISRTVSS
QKPPALKATSVKEDSVLNIAREKKD
GEKSRTVSFEQPPGLKATRDEKDSL
LNIARGKKDGEKTRRVSSHKQPSLK
ATSDKEDSVPNMATETKDEQISGTV
SCQKQPALKATSDKKDSVSNIPTEIK
DGQQSGTVSSQKQPAWKATSVKKD
SVSNIATEIKDGQIRGTVSSQRRPAL
KTTGDEKDSVSNIAREIKDGEKSGTV
SPQKQSAQKVIFKKKVSLLNIATRIT
GGGKSGTEYPENLRTLKATIENKDS
VLNTATKMKEVQTSTPAEQDLEMAS
EGEQKRLEEYENNQPQVKNQIHSR
DDLDDIIQSSQTVSEDGDSLCCNCK
NVILLIDQHEMKCKDCVHLLKIKNT
FCLWKRLIKLKDNHCEQLRVKIRKL
KNKASVLQKRISEKEEIKSQLKHEIL
ELEKELCSLRFAIQQEKKKRRNVEE
LHQKVREKLRITEEQYRIEADVTKPI
KPALKSAEVELKTGGNNSNQVSETD
EKEDLLHENRLMQDEIARLRLEKDT
IKNQNLEKKYLKDFEIVKRKHEDLQ
KALKRNGETLAKTIACYSGQLAALTD
ENTTLRSKLEKQRESRQRLETEMQS
YRCRLNAARCDHDQSHSSKRDQEL
AFQGTVDKCRHLQENLNSHVLILSL
QLSKAESKSRVLKTELHYTGEALKE
KALVFEHVQSELKQKQSQMKDIEK
MYKSGYNTMEKCIEKQERFCQLKK
QNMLLQQQLDDARNKADNQEKAIL
NIQARCDARVQNLQAECRKHRLLLE
EDNKMLVNELNHSKEKECQYEKEK
AEREVAVRQLQQKRDDVLNKGSATK
ALLDASSRHCTYLENGMQDSRKKL
DQMRSQFQEIQDQLTATIRCTKEME
GDTQKLEVEHVMMRKIIKKQDDQIE
RLEKILQHSSLMLQVFES

None None None None None None None None None


