UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion ent.loplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q8N2W9  [PIAS4_HUMAN Homo E3 34.455997 NaN NaN 40914422 MAAELVEAKNMVMSFRVSDLQMLL [True False 2.643 |5.0 1.593 1.324 0.825 1.555 1.653

sapiens

SUMO-
protein
ligase
PIAS4

GFVGRSKSGLKHELVTRALQLVQFD
CSPELFKKIKELYETRYAKKNSEPAP
QPHRPLDPLTMHSTYDRAGAVPRTP
LAGPNIDYPVLYGKYLNGLGRLPAKT
LKPEVRLVKLPFFNMLDELLKPTEL
IVPQNNEKLQESPCIFALTPRQVELIR
NSRELQPGVKAVQVVLRICYSDTSCP
QEDQYPPNIAVKVNHSYCSVPGYYP
SNKPGVEPKRPCRPINLTHLMYLSS
IATNRITVTWGNYGKSYSVALYLVRQ
LTSSELLQRLKTIGVKHPELCKALVK
EKLRLDPDSEIATTGVRVSLICPLVK
MRLSVPCRAETCAHLQCFDAVFYLQ
MNEKKPTWMCPVCDKPAPYDQLIID
GLLSKILSECEDADEIEYLVDGSWCP
IRAEKERSCSPQGAILVLGPSDANGL
LPAPSVNGSGALGSTGGGGPVGSME
NGKPGADVVDLTLDSSSSSEDEEEE
EEEEEDEDEEGPRPKRRCPFQKGLV
PAC




