UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8N357 S35F6_HUMAN [Homo Solute [26.75988 NaN T365 29485866 MAWTKYQLFLAGLMLVTGSINTLSA (True False 4.286 [4.382 5.0 0.978 0.591 2.981 4.0
sapiens carrier KWADNFMAEGCGGSKEHSFQHPFL

family QAVGMFLGEFSCLAAFYLLRCRAAG

35 QSDSSVDPQQPFNPLLFLPPALCDM

member TGTSLMYVALNMTSASSFQMLRGA

F6 VIIFTGLFSVAFLGRRLVLSQWLGILA

TIAGLVVVGLADLLSKHDSQHKLSE
VITGDLLIIMAQIIVAIQMVLEEKFVY
KHNVHPLRAVGTEGLFGFVILSLLLV
PMYYIPAGSFSGNPRGTLEDALDAF
CQVGQQPLIAVALLGNISSIAFFNFA
GISVTKELSATTRMVLDSLRTVVIWA
LSLALGWEAFHALQILGFLILLIGTAL
YNGLHRPLLGRLSRGRPLAEESEQE
RLLGGTRTPINDAS




