
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8N394 TMTC2_HUMAN Homo
sapiens

Protein	O-
mannosyl-
transferase
TMTC2

26.250033 S694 NaN 30620550 MIAELVSSALGLALYLNTLSADFCYD
DSRAIKTNQDLLPETPWTHIFYNDF
WGTLLTHSGSHKSYRPLCTLSFRLN
HAIGGLNPWSYHLVNVLLHAAVTGL
FTSFSKILLGDGYWTFMAGLMFASH
PIHTEAVAGIVGRADVGASLFFLLSL
LCYIKHCSTRGYSARTWGWFLGSGL
CAGCSMLWKEQGVTVLAVSAVYDV
FVFHRLKIKQILPTIYKRKNLSLFLSI
SLLIFWGSSLLGARLYWMGNKPPSF
SNSDNPAADSDSLLTRTLTFFYLPTK
NLWLLLCPDTLSFDWSMDAVPLLKT
VCDWRNLHTVAFYTGLLLLAYYGLK
SPSVDRECNGKTVTNGKQNANGHS
CLSDVEYQNSETKSSFASKVENGIK
NDVSQRTQLPSTENIVVLSLSLLIIPF
VPATNLFFYVGFVIAERVLYIPSMGF
CLLITVGARALYVKVQKRFLKSLIFYA
TATLIVFYGLKTAIRNGDWQNEEML
YRSGIKVNPAKAWGNLGNVLKSQSK
ISEAESAYRNALYYRSNMADMLYNL
GLLLQENSRFAEALHYYKLAIGSRPT
LASAYLNTGIILMNQGRTEEARRTFL
KCSEIPDENLKDPHAHKSSVTSCLY
NLGKLYHEQGHYEEALSVYKEAIQK
MPRQFAPQSLYNMMGEAYMRLSKL
PEAEHWYMESLRSKTDHIPAHLTYG
KLLALTGRKSEAEKLFLKAIELDPTK
GNCYMHYGQFLLEEARLIEAAEMAK
KAAELDSTEFDVVFNAAHMLRQASL
NEAAEKYYDLAARLRPNYPAALMNL
GAILHLNGRLQKAEANYLRALQLKP
DDVITQSNLRKLWNIMEKQGLKTSK
T

False True 2.218 0.994 1.01 5.0 1.075 3.038 1.077


