
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q8N3U4 STAG2_HUMAN Homo
sapiens

Cohesin
subunit
SA-2

29.254752 NaN S1058;S1061;S1064;S1065;T1112;S
1177;S1178

40914422;23301498;34019948 MIAAPEIPTDFNLLQESETHFSSDTD
FEDIEGKNQKQGKGKTCKKGKKGPA
EKGKGGNGGGKPPSGPNRMNGHH
QQNGVENMMLFEVVKMGKSAMQS
VVDDWIESYKHDRDIALLDLINFFIQ
CSGCKGVVTAEMFRHMQNSEIIRK
MTEEFDEDSGDYPLTMAGPQWKKF
KSSFCEFIGVLVRQCQYSIIYDEYMM
DTVISLLTGLSDSQVRAFRHTSTLAA
MKLMTALVNVALNLSINMDNTQRQ
YEAERNKMIGKRANERLELLLQKRK
ELQENQDEIENMMNAIFKGVFVHR
YRDAIAEIRAICIEEIGIWMKMYSDAF
LNDSYLKYVGWTMHDKQGEVRLKC
LTALQGLYYNKELNSKLELFTSRFKD
RIVSMTLDKEYDVAVQAIKLLTLVLQ
SSEEVLTAEDCENVYHLVYSAHRPV
AVAAGEFLYKKLFSRRDPEEDGMM
KRRGRQGPNANLVKTLVFFFLESEL
HEHAAYLVDSMWDCATELLKDWEC
MNSLLLEEPLSGEEALTDRQESALIE
IMLCTIRQAAECHPPVGRGTGKRVLT
AKEKKTQLDDRTKITELFAVALPQLL
AKYSVDAEKVTNLLQLPQYFDLEIYT
TGRLEKHLDALLRQIRNIVEKHTDTD
VLEACSKTYHALCNEEFTIFNRVDIS
RSQLIDELADKFNRLLEDFLQEGEE
PDEDDAYQVLSTLKRITAFHNAHDL
SKWDLFACNYKLLKTGIENGDMPE
QIVIHALQCTHYVILWQLAKITESSST
KEDLLRLKKQMRVFCQICQHYLTNV
NTTVKEQAFTILCDILMIFSHQIMSG
GRDMLEPLVYTPDSSLQSELLSFILD
HVFIEQDDDNNSADGQQEDEASKIE
ALHKRRNLLAAFCKLIVYTVVEMNT
AADIFKQYMKYYNDYGDIIKETMSKT
RQIDKIQCAKTLILSLQQLFNEMIQE
NGYNFDRSSSTFSGIKELARRFALTF
GLDQLKTREAIAMLHKDGIEFAFKE
PNPQGESHPPLNLAFLDILSEFSSKL
LRQDKRTVYVYLEKFMTFQMSLRRE
DVWLPLMSYRNSLLAGGDDDTMSV
ISGISSRGSTVRSKKSKPSTGKRKVV
EGMQLSLTEESSSSDSMWLSREQT
LHTPVMMQTPQLTSTIMREPKRLRP
EDSFMSVYPMQTEHHQTPLDYNRR
GTSLMEDDEEPIVEDVMMSSEGRIE
DLNEGMDFDTMDIDLPPSKNRRER
TELKPDFFDPASIMDESVLGVSMF

True False 4.419 5.0 1.666 1.208 1.302 2.635


