UniprotKB Entry name organism ffull oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasm
ID name sites reticulum apparatus memk
Q8N3U4 |STAG2_HUMAN [Homo Cohesin |29.254752 NaN S1058;S1061;S1064;51065;T1112;S [40914422;23301498;34019948 MIAAPEIPTDFNLLQESETHFSSDTD [True False 4.419 |5.0 1.666 1.208 1.302 2.635
sapiens subunit 1177;S1178 FEDIEGKNQKQGKGKTCKKGKKGPA
SA-2 EKGKGGNGGGKPPSGPNRMNGHH

QQNGVENMMLFEVVKMGKSAMQS
VVDDWIESYKHDRDIALLDLINFFIQ
CSGCKGVVTAEMFRHMQNSEIIRK
MTEEFDEDSGDYPLTMAGPQWKKF
KSSFCEFIGVLVRQCQYSIIYDEYMM
DTVISLLTGLSDSQVRAFRHTSTLAA
MKLMTALVNVALNLSINMDNTQRQ
YEAERNKMIGKRANERLELLLQKRK
ELQENQDEIENMMNAIFKGVFVHR
YRDAIAEIRAICIEEIGIWMKMYSDAF
LNDSYLKYVGWTMHDKQGEVRLKC
LTALQGLYYNKELNSKLELFTSRFKD
RIVSMTLDKEYDVAVQAIKLLTLVLQ
SSEEVLTAEDCENVYHLVYSAHRPV
IAVAAGEFLYKKLFSRRDPEEDGMM
KRRGRQGPNANLVKTLVFFFLESEL
HEHAAYLVDSMWDCATELLKDWEC
MNSLLLEEPLSGEEALTDRQESALIE
IMLCTIRQAAECHPPVGRGTGKRVLT
IAKEKKTQLDDRTKITELFAVALPQLL
IAKYSVDAEKVTNLLQLPQYFDLEIYT
TGRLEKHLDALLRQIRNIVEKHTDTD
IVLEACSKTYHALCNEEFTIFNRVDIS
RSQLIDELADKFNRLLEDFLQEGEE
PDEDDAYQVLSTLKRITAFHNAHDL
SKWDLFACNYKLLKTGIENGDMPE
QIVIHALQCTHYVILWQLAKITESSST
KEDLLRLKKQMRVFCQICQHYLTNV
NTTVKEQAFTILCDILMIFSHQIMSG
GRDMLEPLVYTPDSSLQSELLSFILD
HVFIEQDDDNNSADGQQEDEASKIE
IALHKRRNLLAAFCKLIVYTVVEMNT
IAADIFKQYMKYYNDYGDIIKETMSKT
RQIDKIQCAKTLILSLQQLFNEMIQE
NGYNFDRSSSTFSGIKELARRFALTF
GLDQLKTREAIAMLHKDGIEFAFKE
PNPQGESHPPLNLAFLDILSEFSSKL
LRQDKRTVYVYLEKFMTFQMSLRRE
DVWLPLMSYRNSLLAGGDDDTMSV
ISGISSRGSTVRSKKSKPSTGKRKVV
EGMQLSLTEESSSSDSMWLSREQT
LHTPVMMQTPQLTSTIMREPKRLRP
EDSFMSVYPMQTEHHQTPLDYNRR
GTSLMEDDEEPIVEDVMMSSEGRIE
DLNEGMDFDTMDIDLPPSKNRRER
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