}J];l iprotkB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q8N427 TXND3 HUMAN |Homo Thioredoxin [28.275761 NaN NaN 39894887 MASKKREVQLQTVINNQSLWDEML [True False 4.643 [4.368 |1.398 0.933 1.649 2.083 1.394
sapiens domain- QNKGLTVIDVYQAWCGPCRAMQPL
containing FRKLKNELNEDEILHFAVAEADNIVT
[protein 3 LQPFRDKCEPVFLFSVNGKIIEKIQG

ANAPLVNKKVINLIDEERKIAAGEMA
RPQYPEIPLVDSDSEVSEESPCESVQ
ELYSIAIIKPDAVISKKVLEIKRKITKA
GFIIEAEHKTVLTEEQVVNFYSRIAD
QCDFEEFVSFMTSGLSYILVVSQGSK
HNPPSEETEPQTDTEPNERSEDQPE
IVEAQVTPGMMKNKQDSLQEYLERQ
HLAQLCDIEEDAANVAKFMDAFFPD
FKKMKSMKLEKTLALLRPNLFHERK
DDVLRIIKDEDFKILEQRQVVLSEKE
IAQALCKEYENEDYFNKLIENMTSGP
SLALVLLRDNGLQYWKQLLGPRTVE
EAIEYFPESLCAQFAMDSLPVNQLY
GSDSLETAEREIQHFFPLQSTLGLIK
PHATSEQREQILKIVKEAGFDLTQVK
KMFLTPEQIEKIYPKVTGKDFYKDLL
EMLSVGPSMVMILTKWNAVAEWRR
LMGPTDPEEAKLLSPDSIRAQFGISK
LKNIVHGASNAYEAKEVVNRLFEDP
EEN




