UniprotKB Entry name |organism [full name oglcnacscore oplcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8N442 GUF1_HUMAN [Homo Translation |19.994096 NaN NaN 37217939 MWTLVGRGWGCARALAPRATGAAL (True False 3.261 ([1.946 |4.328 1.286 1.133 1.613 1.293

sapiens

factor GUF1,
mitochondrial

LVAPGPRSAPTLGAAPESWATDRLYS
SAEFKEKLDMSRFPVENIRNFSIVA
HVDHGKSTLADRLLELTGTIDKTKN
NKQVLDKLQVERERGITVKAQTASL
FYNCEGKQYLLNLIDTPGHVDFSYE
IVSRSLSACQGVLLVVDANEGIQAQT
IVANFFLAFEAQLSVIPVINKIDLKNA
DPERVENQIEKVFDIPSDECIKISAKL
GTNVESVLQAIIERIPPPKVHRKNPL
RALVFDSTFDQYRGVIANVALFDGV
IVSKGDKIVSAHTQKTYEVNEVGVLN
PNEQPTHKLYAGQVGYLIAGMKDVT
EAQIGDTLCLHKQPVEPLPGFKSAKP
MVFAGMYPLDQSEYNNLKSAIEKLT
LNDSSVTVHRDSSLALGAGWRLGFL
GLLHMEVFNQRLEQEYNASVILTTP
TVPYKAVLSSSKLIKEHREKEITIINP
IAQFPDKSKVTEYLEPVVLGTIITPDEY
TGKIMMLCEARRAVQKNMIFIDQNR
VMLKYLFPLNEIVVDFYDSLKSLSSG
'YASFDYEDAGYQTAELVKMDILLNG
NTVEELVTVVHKDKAHSIGKAICERL
KDSLPRQLFEIAIQAAIGSKIIARETV
KAYRKNVLAKCYGGDITRKMKLLKR
QAEGKKKLRKIGNVEVPKDAFIKVLK
TQSSK




