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777;S778;S782;T891

LVEVVGNGTYGQVYKGRHVKTGQLA
AIKVMDVTEDEEEEIKQEINMLKKYS
HHRNIATYYGAFIKKSPPGNDDQLW
LVMEFCGAGSVTDLVKNTKGNALKE
DCIAYICREILRGLAHLHAHKVIHRDI
KGQNVLLTENAEVKLVDFGVSAQLD
RTVGRRNTFIGTPYWMAPEVIACDE
NPDATYDYRSDIWSLGITAIEMAEGA
PPLCDMHPMRALFLIPRNPPPRLKS
KKWSKKFIDFIDTCLIKTYLSRPPTEQ
LLKFPFIRDQPTERQVRIQLKDHIDR
SRKKRGEKEETEYEYSGSEEEDDSH
GEEGEPSSIMNVPGESTLRREFLRL
QQENKSNSEALKQQQQLQQQQQRD
PEAHIKHLLHQRQRRIEEQKEERRR
VEEQQRREREQRKLQEKEQQRRLE
DMQALRREEERRQAEREQEYKRKQ
LEEQRQSERLQRQLQQEHAYLKSLQ
QQQQQQQLOQKQQQQQLLPGDRKPL
YHYGRGMNPADKPAWAREVEERTR
MNKQQNSPLAKSKPGSTGPEPPIPQ
ASPGPPGPLSQTPPMQRPVEPQEGP
HKSLVAHRVPLKPYAAPVPRSQSLQ
DQPTRNLAAFPASHDPDPAIPAPTAT
PSARGAVIRQNSDPTSEGPGPSPNPP
AWVRPDNEAPPKVPQRTSSIATALN
TSGAGGSRPAQAVRARPRSNSAWQI
YLQRRAERGTPKPPGPPAQPPGPPN
ASSNPDLRRSDPGWERSDSVLPASH
GHLPQAGSLERNRVGVSSKPDSSPV
LSPGNKAKPDDHRSRPGRPADFVLL
KERTLDEAPRPPKKAMDYSSSSEEV
ESSEDDEEEGEGGPAEGSRDTPGGR
SDGDTDSVSTMVVHDVEEITGTQPP
YGGGTMVVQRTPEEERNLLHADSN
GYTNLPDVVQPSHSPTENSKGQSPP
SKDGSGDYQSRGLVKAPGKSSFTMF
VDLGIYQPGGSGDSIPITALVGGEGT
RLDQLQYDVRKGSVVNVNPTNTRA
HSETPEIRKYKKRFNSEILCAALWGV
NLLVGTENGLMLLDRSGQGKVYGLI
GRRRFQQMDVLEGLNLLITISGKRN
KLRVYYLSWLRNKILHNDPEVEKKQ
GWTTVGDMEGCGHYRVVKYERIKFL
VIALKSSVEVYAWAPKPYHKFMAFK
SFADLPHRPLLVDLTVEEGQRLKVIY
GSSAGFHAVDVDSGNSYDIYIPVHIQ
SQITPHAIIFLPNTDGMEMLLCYEDE
GVYVNTYGRIIKDVVLQWGEMPTSV
AYICSNQIMGWGEKAIEIRSVETGHL
DGVFMHKRAQRLKFLCERNDKVFF

IASVRSGGSSQVYFMTLNRNCIMNW
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