
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8N4C8 MINK1_HUMAN Homo
sapiens

Misshapen-
like	kinase
1

33.867134 T672 S324;S326;S641;S701;S754;S763;S
777;S778;S782;T891

39894887;28657654 MGDPAPARSLDDIDLSALRDPAGIFE
LVEVVGNGTYGQVYKGRHVKTGQLA
AIKVMDVTEDEEEEIKQEINMLKKYS
HHRNIATYYGAFIKKSPPGNDDQLW
LVMEFCGAGSVTDLVKNTKGNALKE
DCIAYICREILRGLAHLHAHKVIHRDI
KGQNVLLTENAEVKLVDFGVSAQLD
RTVGRRNTFIGTPYWMAPEVIACDE
NPDATYDYRSDIWSLGITAIEMAEGA
PPLCDMHPMRALFLIPRNPPPRLKS
KKWSKKFIDFIDTCLIKTYLSRPPTEQ
LLKFPFIRDQPTERQVRIQLKDHIDR
SRKKRGEKEETEYEYSGSEEEDDSH
GEEGEPSSIMNVPGESTLRREFLRL
QQENKSNSEALKQQQQLQQQQQRD
PEAHIKHLLHQRQRRIEEQKEERRR
VEEQQRREREQRKLQEKEQQRRLE
DMQALRREEERRQAEREQEYKRKQ
LEEQRQSERLQRQLQQEHAYLKSLQ
QQQQQQQLQKQQQQQLLPGDRKPL
YHYGRGMNPADKPAWAREVEERTR
MNKQQNSPLAKSKPGSTGPEPPIPQ
ASPGPPGPLSQTPPMQRPVEPQEGP
HKSLVAHRVPLKPYAAPVPRSQSLQ
DQPTRNLAAFPASHDPDPAIPAPTAT
PSARGAVIRQNSDPTSEGPGPSPNPP
AWVRPDNEAPPKVPQRTSSIATALN
TSGAGGSRPAQAVRARPRSNSAWQI
YLQRRAERGTPKPPGPPAQPPGPPN
ASSNPDLRRSDPGWERSDSVLPASH
GHLPQAGSLERNRVGVSSKPDSSPV
LSPGNKAKPDDHRSRPGRPADFVLL
KERTLDEAPRPPKKAMDYSSSSEEV
ESSEDDEEEGEGGPAEGSRDTPGGR
SDGDTDSVSTMVVHDVEEITGTQPP
YGGGTMVVQRTPEEERNLLHADSN
GYTNLPDVVQPSHSPTENSKGQSPP
SKDGSGDYQSRGLVKAPGKSSFTMF
VDLGIYQPGGSGDSIPITALVGGEGT
RLDQLQYDVRKGSVVNVNPTNTRA
HSETPEIRKYKKRFNSEILCAALWGV
NLLVGTENGLMLLDRSGQGKVYGLI
GRRRFQQMDVLEGLNLLITISGKRN
KLRVYYLSWLRNKILHNDPEVEKKQ
GWTTVGDMEGCGHYRVVKYERIKFL
VIALKSSVEVYAWAPKPYHKFMAFK
SFADLPHRPLLVDLTVEEGQRLKVIY
GSSAGFHAVDVDSGNSYDIYIPVHIQ
SQITPHAIIFLPNTDGMEMLLCYEDE
GVYVNTYGRIIKDVVLQWGEMPTSV
AYICSNQIMGWGEKAIEIRSVETGHL
DGVFMHKRAQRLKFLCERNDKVFF
ASVRSGGSSQVYFMTLNRNCIMNW

True True 4.391 2.953 False False 5.0 False 4.0


