UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘loplasmlc golgi [plasma extl"acellular
1D name sites sites reticulum apparatus membrane |region
Q8N4N3 KLH36_HUMAN [Homo Kelch- |26.75988 NaN NaN 29485866 MMEGSRQTRVSRPYKISESSKVYRW |None None None [None None None None None None
sapiens |[like ADHSSTVLQRLNEQRLRGLFCDVVL
protein VADEQRVPAHRNLLAVCSDYFNSM
36

FTIGMREAFQKEVELIGASYIGLKAV
VDFLYGGELVLDGGNIDYVLETAHL
LQIWTVVDFCCEYLEQEVSEDNYLY
LQELASIYSLKRLDAFIDGFILNHFGT
LSFTPDFLQNVSMQKLCVYLSSSEV
QRECEHDLLQAALQWLTQQPEREA
HARQVLENIHFPLIPKNDLLHRVKP
AVCSLLPKEANCEGFIEEAVRYHNN
LAAQPVMQTKRTALRTNQERLLFVG
GEVSERCLELSDDTCYLDAKSEQWV
KETPLPARRSHHCVAVLGGFIFIAGG
SFSRDNGGDAASNLLYRYDPRCKQ
'WIKVASMNQRRVDFYLASIEDMLVA
IGGRNENGALSSVETYSPKTDSWSY
VAGLPRFTYGHAGTIYKDFVYISGGH
DYQIGPYRKNLLCYDHRTDVWEERR
PMTTARGWHSMCSLGDSIYSIGGSD
DNIESMERFDVLGVEAYSPQCNQW
TRVAPLLHANSESGVAVWEGRIYILG
GYSWENTAFSKTVQVYDREADKWS
RGVDLPKAIAGGSACVCALEPRPEDK
KKKGKGKRHQDRGQ




