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D Entry name lorganism oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma em:‘
name sites sites reticulum |apparatus membrane regic
Q8N4X5 AF1L2_HUMAN Homo Actin 24.614359 'T761;T774 T56;S408;T413;S484(29351928;39531497;30379171 MERYKALEQLLTELDDFLKILDQEN (True True 4.589 |[3.117 |0.746 0.505 False 4.445 0.951
sapiens filament- LSSTALVKKSCLAELLRLYTKSSSSD
associated EEYIYMNKVTINKQQNAESQGKAPE
protein 1- EQGLLPNGEPSQHSSAPQKSLPDLP
like 2 PPKMIPERKQLAIPKTESPEGYYEEA

EPYDTSLNEDGEAVSSSYESYDEED
GSKGKSAPYQWPSPEAGIELMRDAR
ICAFLWRKKWLGQWAKQLCVIKDN
RLLCYKSSKDHSPQLDVNLLGSSVI
HKEKQVRKKEHKLKITPMNADVIVL
GLQSKDQAEQWLRVIQEVSGLPSEG
IASEGNQYTPDAQRFNCQKPDIAEKY
LSASEYGSSVDGHPEVPETKDVKKK
CSAGLKLSNLMNLGRKKSTSLEPVE
RSLETSSYLNVLVNSQWKSRWCSVR
DNHLHFYQDRNRSKVAQQPLSLVG
CEVVPDPSPDHLYSFRILHKGEELAK
LEAKSSEEMGHWLGLLLSESGSKTD
PEEFTYDYVDADRVSCIVSAAKNSLL
LMQRKFSEPNTYIDGLPSQDRQEEL
YDDVDLSELTAAVEPTEEATPVADDP
NERESDRVYLDLTPVKSFLHGPSSA
QAQASSPTLSCLDNATEALPADSGP
GPTPDEPCIKCPENLGEQQLESLEPE
DPSLRITTVKIQTEQQRISFPPSCPDA
IVVATPPGASPPVKDRLRVTSAEIKLG
KNRTEAEVKRYTEEKERLEKKKEEIR
GHLAQLRKEKRELKETLLKCTDKEV
LASLEQKLKEIDEECRGEESRRVDLE
LSIMEVKDNLKKAEAGPVTLGTTVD
TTHLENVSPRPKAVTPASAPDCTPV
NSATTLKNRPLSVVVTGKGTVLQKA
KEWEKKGAS




