}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular [extracellular cytosol [nucleus mitochndrion | . ic|golgi plasma extll"acellula
name sites reticulum |apparatus membrane [region
Q8N556 IAFAP1_HUMAN |Homo |Actin 17.826004 NaN S$282;5283;5548;5664;5665;S668;T |38665916 MEELIVELRLFLELLDHEYLTSTVRE [None None None [None [None None None None None
sapiens [filament- 675;S679;S687 KKAVITNILLRIQSSKGFDVKDHAQK
associated QETANSLPAPPQMPLPEIPQPWLPP
protein 1 DSGPPPLPTSSLPEGYYEEAVPLSPG

KAPEYITSNYDSDAMSSSYESYDEEE
EDGKGKKTRHQWPSEEASMDLVKD
AKICAFLLRKKRFGQWTKLLCVIKDT
KLLCYKSSKDQQPQMELPLQGCNIT
'YIPKDSKKKKHELKITQQGTDPLVLA
'VQSKEQAEQWLKVIKEAYSGCSGPV
DSECPPPPSSPVHKAELEKKLSSERP
SSDGEGVVENGITTCNGKEQVKRKK
SSKSEAKGTVSKVTGKKITKIISLGKK
KPSTDEQTSSAEEDVPTCGYLNVLS
NSRWRERWCRVKDNKLIFHKDRTD
LKTHIVSIPLRGCEVIPGLDSKHPLTF
RLLRNGQEVAVLEASSSEDMGRWIG
ILLAETGSSTDPEALHYDYIDVEMSA
SVIQTAKQTFCFMNRRVISANPYLG
GTSNGYAHPSGTALHYDDVPCINGS
LKGKKPPVASNGVTGKGKTLSSQPK
KADPAAVVKRTGSNAAQYKYGKNRV
EADAKRLQTKEEELLKRKEALRNRL
AQLRKERKDLRAAIEVNAGRKPQAIL
EEKLKQLEEECRQKEAERVSLELEL
TEVKESLKKALAGGVTLGLAIEPKSG
TSSPQSPVFRHRTLENSPISSCDTSD
TEGPVPVNSAAVLKKSQAAPGSSPC
RGHVLRKAKEWELKNGT




