UniprotKB Entry name organism (full name oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a(
ID sites reticulum apparatus membrane [region
Q8N6C5 IGSF1_HUMAN [Homo Immunoglobulin [24.315587 S691;T693;T1026 [NaN 38253038;39531497 MTLDRPGEGATMLKTFTVLLFCIRM [False False 0.883 [1.281 [0.83 1.019 False 3.509 3.702

sapiens

superfamily
member 1

SLGMTSIVMDPQPELWIESNYPQAP
WENITLWCRSPSRISSKFLLLKDKTQ
MTWIRPSHKTFQVSFLIGALTESNA
GLYRCCYWKETGWSKPSKVLELEAP
GQLPKPIFWIQAETPALPGCNVNILC
HGWLQDLVFMLFKEGYAEPVDYQV
PTGTMAIFSIDNLTPEDEGVYICRTHI
QMLPTLWSEPSNPLKLVVAGLYPKP
TLTAHPGPIMAPGESLNLRCQGPIYG
MTFALMRVEDLEKSFYHKKTIKNEA
NFFFQSLKIQDTGHYLCFYYDASYRG
SLLSDVLKIWVTDTFPKTWLLARPSA
[VVQMGQNVSLRCRGPVDGVGLALY
KKGEDKPLQFLDATSIDDNTSFFLN
NVTYSDTGIYSCHYLLTWKTSIRMPS
HNTVELMVVDKPPKPSLSAWPSTVF
KLGKAITLQCRVSHPVLEFSLEWEE
RETFQKFSVNGDFIISNVDGKGTGTY
SCSYRVETHPNIWSHRSEPLKLMGP
AGYLTWNYVLNEAIRLSLIMQLVALL
LVVLWIRWKCRRLRIREAWLLGTAQ
GVTMLFIVTALLCCGLCNGVLIEETE
IVMPTPKPELWAETNFPLAPWKNLT
LWCRSPSGSTKEFVLLKDGTGWIAT
RPASEQVRAAFPLGALTQSHTGSYH
CHSWEEMAVSEPSEALELVGTDILP
KPVISASPTIRGQELQLRCKGWLAG
MGFALYKEGEQEPVQQLGAVGREA
FFTIQRMEDKDEGNYSCRTHTEKRP
FKWSEPSEPLELVIKEMYPKPFFKT
WASPVVTPGARVTFNCSTPHQHMS
FILYKDGSEIASSDRSWASPGASAAH
FLIISVGIGDGGNYSCRYYDFSIWSEP
SDPVELVVTEFYPKPTLLAQPGPVVF
PGKSVILRCQGTFQGMRFALLQEGA
HVPLQFRSVSGNSADFLLHTVGAED
SGNYSCIYYETTMSNRGSYLSMPLM
IWVTDTFPKPWLFAEPSSVVPMGQN
VTLWCRGPVHGVGYILHKEGEATSM
QLWGSTSNDGAFPITNISGTSMGRY
SCCYHPDWTSSIKIQPSNTLELLVTG
LLPKPSLLAQPGPMVAPGENMTLQC
QGELPDSTFVLLKEGAQEPLEQQRP
SGYRADFWMPAVRGEDSGIYSCVYY
LDSTPFAASNHSDSLEIWVTDKPPKP
SLSAWPSTMFKLGKDITLQCRGPLP
GVEFVLEHDGEEAPQQFSEDGDFVI
NNVEGKGIGNYSCSYRLQAYPDIWS
EPSDPLELVGAAGPVAQECTVGNIVR
SSLIVVVVVALGVVLAIEWKKWPRLR
TRGSETDGRDQTIALEECNQEGEPG
TPANSPSSTSQRISVELPVPI




