}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation g sequence intracellular [extracellular cytosol [nucleus mitochndrion | . ic|golgi plasma extr
sites sites reticulum |apparatus membrane [regi
Q8N7H5 PAF1 HUMAN Homo RNA 23.365666 S38;S195(S117;S456 40596516;40914422;34019948;285 MAPTIQTQAQREDGHRPNSHRTLPE [True False 2.838 [5.0 2.966 1.45 1.292 1.917 1.85

sapiens [polymerase 10447;33465208 RSGVVCRVKYCNSLPDIPFDPKFITY

- PFDQNRFVQYKATSLEKQHKHDLLT

associated EPDLGVTIDLINPDTYRIDPNVLLDPA

factor 1 DEKLLEEEIQAPTSSKRSQQHAKVVP

homolog 'WMRKTEYISTEFNRYGISNEKPEVKI

GVSVKQQFTEEEIYKDRDSQITAIEK
TFEDAQKSISQHYSKPRVTPVEVMP
VFPDFKMWINPCAQVIFDSDPAPKD
TSGAAALEMMSQAMIRGMMDEEG
NQFVAYFLPVEETLKKRKRDQEEEM
DYAPDDVYDYKIAREYNWNVKNKAS
KGYEENYFFIFREGDGVYYNELETRV
RLSKRRAKAGVQSGTNALLVVKHRD
MNEKELEAQEARKAQLENHEPEEE
EEEEMETEEKEAGGSDEEQEKGSSS
EKEGSEDEHSGSESEREEGDRDEAS
DKSGSGEDESSEDEARAARDKEEIF
GSDADSEDDADSDDEDRGQAQGGS
DNDSDSGSNGGGQRSRSHSRSASP
FPSGSEHSAQEDGSEAAASDSSEAD
SDSD




