
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8N9V2 TRIML_HUMAN Homo
sapiens

Probable
E3
ubiquitin-
protein
ligase
TRIML1

22.903221 S94 NaN 38253038 MSTADLMENLREELTCFICLDYFSS
PVTTECGHSFCLVCLLRSWEEHNTP
LSCPECWRTLEGPHFQSNERLGRLA
SIARQLRSQVLQSEDEQGSYGRMPT
TAKALSDDEQGGSAFVAQSHGANRV
HLSSEAEEHHREKLQEILNLLRVRR
KEAQAVLTHEKERVKLCQEETKTCK
QVVVSEYMKMHQFLKEEEQLQLQL
LEQEEKENMRKLRNNEIKLTQQIRS
LSKMIAQIESSSQSSAFESLEEVRGA
LERSEPLLLQCPEATTTELSLCRITG
MKEMLRKFSTEITLDPATANAYLVL
SEDLKSVKYGGSRQQLPDNPERFDQ
SATVLGTQIFTSGRHYWEVEVGNKT
EWEVGICKDSVSRKGNLPKPPGDLF
SLIGLKIGDDYSLWVSSPLKGQHVRE
PVCKVGVFLDYESGHIAFYNGTDESL
IYSFPQASFQEALRPIFSPCLPNEGT
NTDPLTICSLNSHV

None None None None None None None None None


