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UniprotKB Entry name organism full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi u extl:acellular
ID sites sites reticulum apparatus membrane region
Q8NIV6 ANR53_HUMAN [Homo Ankyrin  [28.275761 NaN NaN 39894887 MASAGSTARRAGSGSWHSERGEGR |False False 0.469 [2.75 False False False False False
sapiens repeat GARPQPTPSGSMQQANKVSLKATW

domain- TDAESKQPSQPLPDLADHLSAQATA

containing LARPRRPASLTPPRADPSPSKESDQT

protein 53 AIDQTAIGSYYQLFAAAVGNVEWLRF

CLNQSLREIPTDDKGFTAIHFAAQW
GKLACLQVLVEEYKFPVDLLTNNSQ
TPLHLVIHRDNTTVALPCIYYLLEKG
ADLNAQTCNGSTPLHLAARDGLLDC
'VKVLVQSGANVHAQDAMGYKPIDFC
KIWNHRACARFLKDAMWKKDKKDF
AREMTKMKMFKSQLTLMEHNYLIE
YQKEHKILREAAIRKWLHGKLHPGH
SLVSNTKQARATALSKTPEQRESQR
SRSFHPSVDARLQCIPQPTEMPKPIY
RKPTVKRPTMWNVSNNPARPPTTQI
SHSQGIRLGVHPDPTPEHDFSSFLE
VRPDGHGGARLHTVDGHWVAPVPR
LPFEVLLRMLYPRVWPYRMKVPQGF
YPISMREVPRKRHLGDNTFWTDTLA
MNLRDTFDEAFLAAVRSHQGLPTLP
SPQTNP




