UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl'"acellular
ID sites sites reticulum apparatus membrane |region
Q8NA23 WDR31_HUMAN [Homo ‘WD 26.147272 S17 NaN 39531497 MLLLRCQLKQAPPQKVSFRFCVVM |False False 3.026 |1.031 1.556 False False 0.518 False
sapiens repeat- GKQQSKLKHSTYKYGRPDEIIEERIQ
containing TKAFQEYSPAHMDTVSVVAALNSDL
protein 31 CVSGGKDKTVVAYNWKTGNVVKRF

KGHEHEITKVACIPKSSQFFSASRDR
MVMMWDLHGSSQPRQQLCGHAM
'VVTGLAVSPDSSQLCTGSRDNTLLL
WDVVTGQSVERASVSRNVVTHLCW
'VPREPYILQTSEDKTLRLWDSRGLQV
AHMFPAKQHIQTYCEVSVDGHKCIS
CSNGFGGEGCEATLWDLRQTRNRI
CEYKGHFQTVASCVFLPRALALMPLI
IATSSHDCKVKIWNQDTGACLFTLSL
DGSGPLTSLAVGDAISLLCASFNRGI
HLLRMDHSQGLELQEVAAF




