UniprotKB

oglcnac [phosphorylation

D Entry name organism full name |oglcnacscore| . . PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion em!oplasmlc golgi [plasma extl'"acellular
sites sites reticulum apparatus membrane [region
Q8NA58 PNDC1_HUMAN |Homo Poly(A)- 18.379595 S143 NaN 30379171 MFCTRGLLFFAFLAGLDIEFTGLRSN |False True 1.079 |1.829 1.628 5.0 0.344 0.83 0.836
sapiens specific LSGPQQISLFDLPSEWYLKTRQSVQ
ribonuclease QFTVCQIGLSVFSAIEGEANKYIAHS
PNLDC1

CNFYLFPTTFGILDSEFSFQASSVQF
LNQYGFNYNKFLKNGIPYMNEEQE
KKIRHDILTGNWRVRSSPDKDQIKV
VIDEVTIRWLELAKEGDWMTLPGITG
FQAFEVQLVLRQALPNIWTVLKDEG
VVVKKVSKQHRWYLQNTSCDRESC
'WKENILLSARGFSVFFQMLVKAQKP
LVGHNMMMDLLHLHEKFFRPLPES
YDQFKQNIHSLFPVLIDTKSVTKDIW
KEMNFPRVSNLSEVYEVLNSDLNPT
KNSGPEIVHASRCEKYVETKCPHEA
AYDAFLCGSVLLKVAHLLLQKIYHID
PVPESSFPQYLDVLAPYVNQVNLIRA
GVPKINFSGPDYPSIRPPILILSVKRW
PGVSEQQVYHKFQNLCKFDVRRLTR
SQFLLLTNKFKDARNILKEYRDHPTL
CISLYRYWRHSPNVNCLLQVCGIVT
AWALLAFILGRSGT




