
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8NAP3 ZBT38_HUMAN Homo
sapiens

Zinc
finger	and
BTB
domain-
containing
protein	38

18.379595 S319 S130;S309 30379171 MTVMSLSRDLKDDFHSDTVLSILNE
QRIRGILCDVTIIVEDTKFKAHSNVLA
ASSLYFKNIFWSHTICISSHVLELDD
LKAEVFTEILNYIYSSTVVVKRQETVT
DLAAAGKKLGISFLEDLTDRNFSNSP
GPYVFCITEKGVVKEEKNEKRHEEP
AITNGPRITNAFSIIETENSNNMFSP
LDLRASFKKVSDSMRTASLCLERTD
VCHEAEPVRTLAEHSYAVSSVAEAY
RSQPVREHDGSSPGNTGKENCEALA
AKPKTCRKPKTFSIPQDSDSATENIP
PPPVSNLEVNQERSPQPAAVLTRSK
SPNNEGDVHFSREDENQSSDVPGP
PAAEVPPLVYNCSCCSKAFDSSTLLS
AHMQLHKPTQEPLVCKYCNKQFTTL
NRLDRHEQICMRSSHMPIPGGNQR
FLENYPTIGQNGGSFTGPEPLLSENR
IGEFSSTGSTLPDTDHMVKFVNGQM
LYSCVVCKRSYVTLSSLRRHANVHS
WRRTYPCHYCNKVFALAEYRTRHEI
WHTGERRYQCIFCLETFMTYYILKN
HQKSFHAIDHRLSISKKTANGGLKP
SVYPYKLYRLLPMKCKRAPYKSYRNS
SYENARENSQMNESAPGTYVVQNP
HSSELPTLNFQDTVNTLTNSPAIPLE
TSACQDIPTSANVQNAEGTKWGEEA
LKMDLDNNFYSTEVSVSSTENAVSS
DLRAGDVPVLSLSNSSENAASVISYS
GSAPSVIVHSSQFSSVIMHSNAIAAM
TSSNHRAFSDPAVSQSLKDDSKPEP
DKVGRFASRPKSIKEKKKTTSHTRGE
IPEESNYVADPGGSLSKTTNIAEETS
KIETYIAKPALPGTSTNSNVAPLCQIT
VKIGNEAIVKRHILGSKLFYKRGRRP
KYQMQEEPLPQGNDPEPSGDSPLGL
CQSECMEMSEVFDDASDQDSTDKP
WRPYYNYKPKKKSRQLKKMRKVNW
RKEHGNRSPSHKCKYPAELDCAVGK
APQDKPFEEEETKEMPKLQCELCDG
DKAVGAGNQGRPHRHLTSRPYACEL
CAKQFQSPSTLKMHMRCHTGEKPY
QCKTCGRCFSVQGNLQKHERIHLGL
KEFVCQYCNKAFTLNETLKIHERIHT
GEKRYHCQFCFQRFLYLSTKRNHEQ
RHIREHNGKGYACFQCPKICKTAAA
LGMHQKKHLFKSPSQQEKIGDVCH
ENSNPLENQHFIGSEDNDQKDNIQT
GVENVVL

None None None None None None None None None


