UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion enc!oplasmlc golgi plasma extr_acellu
ID sites  [sites reticulum |apparatus membrane region
Q8NAT1 PMGT2_HUMAN Homo Protein O-linked-mannose 25.090618 T43 NaN 35289036 MHLSAVFNALLVSVLAAVLWKHVRL [False True 0.947 [1.071 |0.8 5.0 2.063 1.63 2.091
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acetylglucosaminyltransferase
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REHAATLEEELALSRQATEPAPALRI
DYPKALQILMEGGTHMVCTGRTHT
DRICRFKWLCYSNEAEEFIFFHGNT
SVMLPNLGSRRFQPALLDLSTVEDH
NTQYFNFVELPAAALRFMPKPVFVP
DVALIANRFNPDNLMHVFHDDLLPL
FYTLRQFPGLAHEARLFFMEGWGE
GAHFDLYKLLSPKQPLLRAQLKTLG
RLLCFSHAFVGLSKITTWYQYGFVQP
QGPKANILVSGNEIRQFARFMTEKL
NVSHTGVPLGEEYILVFSRTQNRLIL
NEAELLLALAQEFQMKTVTVSLEDH
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NTVTHPERPWDQGGITHLDRAEQA
RILQSREVPRHLCCRNPEWLFRIYQ
DTKVDIPSLIQTIRRVVKGRPGPRKQ
KWTVGLYPGKVREARCQASVHGASE
IARLTVSWQIPWNLKYLKVREVKYEV
WLQEQGENTYVPYILALQNHTFTEN
IKPFTTYLVWVRCIFNKILLGPFADVL
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