UniprotKB full phosphorylation dopl

D Entry name |organism name oglcnacscore |oglcnac sites sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion :(;.t.iculum ic g;:)g:ratus ﬂ::ﬁ:?
Q8NB16 MLKL_HUMAN [Homo Mixed [37.162651 'T253;5259;T357;S358(S125;T357;S358;S360 [40914422;29237092;40596516 MENLKHIITLGQVIHKRCEEMKYCK |True True 4.805 [4.779  [3.031 2.539 1.588 4.614
sapiens |lineage KQCRRLGHRVLGLIKPLEMLQDQGK
kinase RSVPSEKLTTAMNRFKAALEEANGE
domain- IEKFSNRSNICRFLTASQDKILFKDV
like NRKLSDVWKELSLLLQVEQRMPVSP
protein ISQGASWAQEDQQDADEDRRAFQM

LRRDNEKIEASLRRLEINMKEIKETL
RQYLPPKCMQEIPQEQIKEIKKEQLS
GSPWILLRENEVSTLYKGEYHRAPV
AIKVFKKLQAGSIAIVRQTFNKEIKT
MKKFESPNILRIFGICIDETVTPPQFS
I[VMEYCELGTLRELLDREKDLTLGK
RMVLVLGAARGLYRLHHSEAPELHG
KIRSSNFLVTQGYQVKLAGFELRKTQ
TSMSLGTTREKTDRVKSTAYLSPQEL
EDVFYQYDVKSEIYSFGIVLWEIATG
DIPFQGCNSEKIRKLVAVKRQQEPLG
EDCPSELREIIDECRAHDPSVRPSVD
EILKKLSTFSK




