UniprotKB Entry name organism full oglcnacscore qglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane region
Q8NB25 F184A HUMAN Homo Protein  [19.129548 NaN NaN 34019948 MATPGMSWQQHYYGGSAAKFAPSP (None None None |None None None None None None

sapiens |[FAM184A IATAQLAGHSMDYSQEMHLKM SKKI

IAQLTKVIYALNTKNDEHESAIQALKD
IAHEEEIQQILAETREKILQYKSKVTE
ELDLRRKIQVLESSLEDHIKMKQQA
LTEFEAYKHRVEDMQLCAEAQHVQ
RIVTMSREVEEIRRKFEEKLRSFGQL
QVQFEKDKRLALEDLQAAHRREIQE
LLKSQQDHSASVNKGQEKAEELHR
MEVESLNKMLEELRLERKKLIEDYE
GKLNKAQSFYERELDTLKRSQLFTA
ESLQASKEKEADLRKEFQGQEAILR
KTIGKLKTELQMVQDEAGSLLDKCQ
KLQTALAIAENNVQVLQKQLDDAKE
GEMALLSKHKEVESELAAARERLQQ
QASDLVLKASHIGMLQATQMTQEVT
IKDLESEKSRVNERLSQLEEERAFLR
SKTQSLDEEQKQQILELEKKVNEAK
RTQQEYYERELKNLQSRLEEEVTQL
NEAHSKTLEELAWKHHMAIEAVHS
NAIRDKKKLQMDLEEQHNKDKLNL
EEDKNQLQQELENLKEVLEDKLNTA
NQEIGHLQDMVRKSEQGLGSAEGLI
IASLQDSQERLQNELDLTKDSLKETK
DALLNVEGELEQERQQHEETIAAMK
EEEKLKVDKMAHDLEIKWTENLRQ
ECSKLREELRLQHEEDKKSAMSQLL
QLKDREKNAARDSWQKKVEDLLNQ
ISLLKQNLEIQLSQSQTSLQQLQAQF
TQERQRLTQELEELEEQHQQRHKSL
KEAHVLAFQTMEEEKEKEQRALEN
HLQQKHSAELQSLKDAHRESMEGF
RIEMEQELQTLRFELEDEGKAMLAS
LRSELNHQHAAAIDLLRHNHHQEL
IAAAKMELERSIDISRRQSKEHICRIT
DLQEELRHREHHISELDKEVQHLHE
NISALTKELEFKGKEILRIRSESNQQI
RLHEQDLNKRLEKELDVMTADHLR
EKNIMRADFNKTNELLKEINAALQV
SLEEMEEKYLMRESKPEDIQMITEL
KAMLTERDQIIKKLIEDNKFYQLELV
NRETNFNKVFNSSPTVGVINPLAKQ
KKKNDKSPTNRFVSVPNLSALESGG
IVGNGHPNRLDPIPNSPVHDIEFNSS
KPLPQPVPPKGPKTFLSPAQSEASPV
IASPDPQRQEWFARYFTF




