UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane region
Q8NBB4 [ZSCA1_HUMAN Homo Zinc 26.75988 NaN NaN 29485866 MLPRPKAPASPRRPQTPTPSEQDAD |True False 2.403 [4.749 [1.296 0.791 0.527 1.413 1.467
sapiens [finger and PGPASPRDTEAQRLRFRQFQYHVAS

SCAN GPHLALGQLWTLCRQWLRPEARSK

domain- EQMLELLVLEQFLGALPSKMRTWV

containing QSQGPRSCREAASLVEDLTQMCQQ

protein 1 EVLVSLDSVEPQDWSFGEEEDGKSP

RSQKEPSQASELILDAVAAAPALPEE
SEWLETTQLQQSLHTRAEAEAPRAP
GLLGSRARLPLKPSIWDEPEDLLAGP
SSDLRAEGTVISSPKGPSAQRISPRR
RNRNTDQSGRHQPSLKHTKGGTQE
AVAGISVVPRGPRGGRPFQCADCGM
VFTWVTHFIEHQKTHREEGPFPCPE
CGKVFLHNSVLTEHGKIHLLEPPRK
KAPRSKGPRESVPPRDGAQGPVAPR
SPKRPFQCSVCGKAFPWMVHLIDH
QKLHTAHGHM




