
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q8NBJ7 SUMF2_HUMAN Homo
sapiens

Inactive	C-
alpha-
formylglycine-
generating
enzyme	2

18.467615 T42;S44;S47;T58 NaN 34725712;38665916;40307207;351
38101;40596516;29351928;285104
47

MARHGLPLLPLLSLLVGAWLKLGNG
QATSMVQLQGGRFLMGTNSPDSRD
GDGPVREATVKPFAIDIFPVTNKDFR
DFVREKKYRTEAEMFGWSFVFEDFV
SDELRNKATQPMKSVLWWLPVEKA
FWRQPAGPGSGIRERLEHPVLHVSW
NDARAYCAWRGKRLPTEEEWEFAA
RGGLKGQVYPWGNWFQPNRTNLW
QGKFPKGDKAEDGFHGVSPVNAFPA
QNNYGLYDLLGNVWEWTASPYQAA
EQDMRVLRGASWIDTADGSANHRA
RVTTRMGNTPDSASDNLGFRCAAD
AGRPPGEL

False True False False 0.844 5.0 1.083 False


