: CRP T Y . . "
UniprotKB Entry name |organism full oglcnacscore oglcnac el vlation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion en(.ioplasmlc golgi u extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q8ND30 LIPB2_HUMAN [Homo Liprin- [26.75988 NaN S$329;5S363;S387;5512(29485866 MASDASHALEAALEQMDGIIAGTKT [None None None [None None None None None None

sapiens |beta-2 GADLSDGTCEPGLASPASYMNPFPV

LHLIEDLRLALEMLELPQERAALLSQ
IPGPTAAYIKEWFEESLSQVNHHSAA
SNETYQERLARLEGDKESLILQVSVL
TDQVEAQGEKIRDLEVCLEGHQVKL
NAAEEMLQQELLSRTSLETQKLDLM
TEVSELKLKLVGMEKEQREQEEKQR
KAEELLQELRHLKIKVEELENERNQ
YEWKLKATKAEVAQLQEQVALKDAE
IERLHSQLSRTAALHSESHTERDQEI
QRLKMGMETLLLANEDKDRRIEELT
GLLNQYRKVKEIVMVTQGPSERTLSI
NEEEPEGGFSKWNATNKDPEELFK
QEMPPRCSSPTVGPPPLPQKSLETR
IAQKKLSCSLEDLRSESVDKCMDGN
QPFPVLEPKDSPFLAEHKYPTLPGKL
SGATPNGEAAKSPPTICQPDATGSSL
LRLRDTESGWDDTAVVNDLSSTSSG
TESGPQSPLTPDGKRNPKGIKKFWG
KIRRTQSGNFYTDTLGMAEFRRGGL
RATAGPRLSRTRDSKGQKSDANAPF
AQWSTERVCAWLEDFGLAQYVIFAR
QWVSSGHTLLTATPQDMEKELGIKH
PLHRKKLVLAVKAINTKQEEKSALLD
HIWVTRWLDDIGLPQYKDQFHESRV
DRRMLQYLTVNDLLFLKVTSQLHHL
SIKCAIHVLHVNKFNPHCLHRRPAD
ESNLSPSEVVQWSNHRVMEWLRSV
DLAEYAPNLRGSGVHGGLIILEPRFT
GDTLAMLLNIPPQKTLLRRHLTTKF
NALIGPEAEQEKREKMASPAYTPLTT
TAKVRPRKLGFSHFGNIRKKKFDES
TDYICPMEPSDGVSDSHRVYSGYRG
LSPLDAPELDGLDQVGQIS




