}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites gil;g:phorylatlon PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ::::E‘I:ll:fnmm
Q8NDCO  [MISSL_HUMAN |Homo MAPK- 29.182771 S20;544;S47;548;5S51;S56;T58;S60; (S2;S6;S15 29351928;39531497;31637018;340 |MSDEFSLADALPEHSPAKTSAVSNT |False False 2.909 [3.19 0.548 False
sapiens [interacting T61 19948;29485866 KPGQPPQGWPGSNPWNNPSAPSSV
and PSGLPPSATPSTVPFGPAPTGMYPSV
spindle- PPTGPPPGPPAPFPPSGPSCPPPGGP
stabilizing YPAPTVPGPGPTGPYPTPNMPFPELP
protein- RPYGAPTDPAAAGPLGPWGSMSSGP

like

'WAPGMGGQYPTPNMPYPSPGPYPA

PPPPQAPGAAPPVPWGTVPPGAWGP
PAPYPAPTGSYPTPGLYPTPSNPFQV

PSGPSGAPPMPGGPHSYH




