UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmm golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
Q8NDZ0 BEND2 _HUMAN Homo BEN 18.379595 NaN NaN 30379171 MSERTQEQDFVIITVDDSDDNNDCS [None None None |None None None None None None
sapiens |domain- IEMVEVSETADNSTNDIADDSTYVTA
containing DNPTDDTATQPNFPGGNDGHHRPL
protein 2 QMSYGSGSVTQAGVQWHDHSSLQP

QPLGLKQFFHLSLPSSWDDRRTPPC
PVAHGDQIVSQINHPVHLRRYSYNS
EEVDFPKRGRFYTPEVQSSISPPAER
QETHAWASPAVTSLESAACHELQEA
DLSESLSYPRIVSSSSLQQYVAQGGS
FPCFGMPWNFISGGAESTNAVISFA
NATTAVPMAVLSRRESSLANNPGVV
NYSALPENENVGPGRALSSFCFHPN
LEMPERPANSSKNSTETANYPTLMG
NYNGQNTASLSVFIPPYFAEKIILTE
MPGTTETNVENNSQTVYYPALSGNT
SAPYPASSYLPITSNFESGPQMSYGT
MSYSTEMKNNCDQDDASASACLTP
DFALLPLNILVKVDTNTENSVNTMN
RSTLLDSDSGQDSSSSSVCIPPKYGY
LGDPKRNVRVLKIHLLAVQNMAKPK
QAACYLVRILFSKEILISSSVDIHLKD
SQSLDPNKMAALREYLATTFPTCDL
HEHGKDWQDCISGINSMIYCLCSEG
KSTPKTVRKNKKRTNRVASASADRN
DQRGRDGGEGCSWMFQPMNNSK
MREKRNLQPNSNAIPEGMREPSTD
NPEEPGEAWSYFGRPWRNIRMPCS
IVLTLAKTKSCASLSARYLIQKLFTKD
VLVQSNVYGNLKHGLCALDPNKISA
LREFLQENYPICDLSENGRDWKSCV
TSINSGIRSLRHDVRRAEARSQSLPA
VTPPELEQESKPGDPDATDPST




