UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q8NEO01 CNNM3_HUMAN [Homo Metal 21.366884 NaN S661;S700 28510447 MAAAVAAAGRLGWLFAALCLGNAA |False False 2.343 [0.926 1.05 0.968 0.582 4.367 1.122
sapiens |[transporter GEAAPGPRVLGFCLEEDGAAGAGWV
CNNM3 RGGAARDTPDATFLLRLFGPGFANS

SWSWVAPEGAGCREEAASPAGEWR
ALLRLRLRAEAVRPHSALLAVRVEPG
GGAAEEAAPPWALGLGAAGLLALAA
LARGLQLSALALAPAEVQVLRESGSE
AERAAARRLEPARRWAGCALGALLL
LASLAQAALAVLLYRAAGQRAVPAVL
GSAGLVFLVGEVVPAAVSGRWTLAL
APRALGLSRLAVLLTLPVALPVGQLL
ELAARPGRLRERVLELARGGGDPYS
DLSKGVLRCRTVEDVLTPLEDCFML
DASTVLDFGVLASIMQSGHTRIPVYE
EERSNIVDMLYLKDLAFVDPEDCTP
LSTITRFEYNHPLHFVFNDTKLDAVLE
EFKRGKSHLAIVQKVNNEGEGDPFY
EVLGLVTLEDVIEEIIRSEILDESEDY
RDTVVKRKPASLMAPLKRKEEFSLF
KVSDDEYKVTISPQLLLATQRFLSRE
VDVFSPLRISEKVLLHLLKHPSVNQE
VRFDESNRLATHHYLYQRSQPVDYF
ILILQGRVEVEIGKEGLKFENGAFTY
YGVSALTVPSSVHQSPVSSLQPIRHD
LQPDPGDGTHSSAYCPDYTVRALSD
LQLIKVTRLQYLNALLATRAQNLPQS
PENTDLQVIPGSQTRLLGEKTTTAAG
SSHSRPGVPVEGSPGRNPGV




