UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q8NEKS5 ZN548 HUMAN |Homo Zinc 19.994096 NaN NaN 37217939 MNLTEGRVVFEDVAIYFSQEEWGHL [None None None [None None None None None None
sapiens finger DEAQRLLYRDVMLENLALLSSLGSW
protein HGAEDEEAPSQQGFSVGVSEVTASK

548 PCLSSQKVHPSETCGPPLKDILCLVE
HNGIHPEQHIYICEAELFQHPKQQIG
ENLSRGDDWIPSFGKNHRVHMAEE
IFTCMEGWKDLPATSCLLQHQGPQS
EWKPYRDTEDREAFQTGQNDYKCS

ECGKTFTCSYSFVEHQKIHTGERSYE
CNKCGKFFKYSANFMKHQTVHTSE

RTYECRECGKSFMYNYRLMRHKRV
HTGERPYECNTCGKFFRYSSTFVRH
QRVHTGERPYECRECGKFFMDSSTL
IKHQRVHTGERPYKCNDCGKFFRYI

STLIRHQRIHTGERPYECSVCGELFR
'YNSSLVKHWRNHTGERPYKCSECG

KSFRYHCRLIRHQRVHTGERPYECS
ECGKFFRYNSNLIKHWRNHTGERP

YECRECGKAFSHKHILVEHQKIHSG
ERPYECSECQKAFIRKSHLVHHQKI

HSEERLVCSMNVGNSLAKTPTSLNI
RDFTMEKVYH




