UniprotkB Entry name organism full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extx:a
ID sites  [sites reticulum |apparatus membrane regio
Q8NEL9 |DDHD1_HUMAN Homo Phospholipase (18.858989 T428 S8;511;S723 28411811;30379171;23301498 MNYPGRGSPRSPEHNGRGGGGGA [None None None [None [None None None None None

sapiens

DDHD1

WELGSDARPAFGGGVCCFEHLPGG
DPDDGDVPLALLRGEPGLHLAPGTD
DHNHHLALDPCLSDENYDFSSAES
GSSLRYYSEGESGGGGSSLSLHPPQ
QPPLVPTNSGGGGATGGSPGERKRT
RLGGPAARHRYEVVTELGPEEVRWF
YKEDKKTWKPFIGYDSLRIELAFRTL
LQTTGARPQGGDRDGDHVCSPTGPA
SSSGEDDDEDRACGFCQSTTGHEPE
MVELVNIEPVCVRGGLYEVDVTQGE
CYPVYWNQADKIPVMRGQWFIDGT
WQPLEEEESNLIEQEHLNCFRGQQ
MQENFDIEVSKSIDGKDAVHSFKLS
RNHVDWHSVDEVYLYSDATTSKIAR
TVTQKLGFSKASSSGTRLHRGYVEE
ATLEDKPSQTTHIVFVVHGIGQKMD
QGRIIKNTAMMREAARKIEERHFSN
HATHVEFLPVEWRSKLTLDGDTVDS
ITPDKVRGLRDMLNSSAMDIMYYTS
PLYRDELVKGLQQELNRLYSLFCSR
NPDFEEKGGKVSIVSHSLGCVITYDI
MTGWNPVRLYEQLLQKEEELPDER
'WMSYEERHLLDELYITKRRLKEIEER
LHGLKASSMTQTPALKFKVENFFC
MGSPLAVFLALRGIRPGNTGSQDHI
LPREICNRLLNIFHPTDPVAYRLEPLI
LKHYSNISPVQIHWYNTSNPLPYEH
MKPSFLNPAKEPTSVSENEGISTIPS
PVTSPVLSRRHYGESITNIGKASILGA
ASIGKGLGGMLFSRFGRSSTTQSSE
TSKDSMEDEKKPVASPSATTVGTQT
LPHSSSGFLDSAYFRLQESFFNLPQL
LFPENVMQNKDNALVELDHRIDFEL
REGLVESRYWSAVTSHTAYWSSLDV
ALFLLTFMYKHEHDDDAKPNLDPI




