UniprotKB Entry name organism full oglcnacscore °g lcnac phosphorylation sites PMIDS [sequence intracellular [extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi plasma extl.‘acellular
1D name sites reticulum apparatus membrane [region
Q8NEM2 |SHCBP_HUMAN [Homo SHC 34.455997 NaN S5;T7;S31;S42;S44;S47;S273;S634 40914422 MADGSLTGGGLEAAAMAPERMGW |False False 2.236 |2.278 |0.854 0.731 False 1.097 1.032
sapiens |SH2 IAVEQELASLEKGLFQDEDSCSDCSY

domain- RDKPGSSLQSFMPEGKTFFPEIFQT

binding NQLLFYERFRAYQDYILADCKASEVQ

protein EFTAEFLEKVLEPSGWRAVWHTNVF

1 KVLVEITDVDFAALKAVVRLAEPYLC

DSQVSTFTMECMKELLDLKEHRLPL
QELWVVFDDSGVFDQTALAIEHVRF
FYQNIWRSWDEEEEDEYDYFVRCVE
PRLRLHYDILEDRVPSGLIVDYHNLL
SQCEESYRKFLNLRSSLSNCNSDSE
QENISMVEGLKLYSEMEQLKQKLKL
IENPLLRYVFGYQKNSNIQAKGVRSS
GQKITHVVSSTMMAGLLRSLLTDRL
CQEPGEEEREIQFHSDPLSAINACFE
GDTVIVCPGHYVVHGTFSIADSIELE
GYGLPDDIVIEKRGKGDTFVDCTGAD
IKISGIKFVQHDAVEGILIVHRGKTTL
ENCVLQCETTGVTVRTSAEFLMKNS
DLYGAKGAGIEIYPGSQCTLSDNGIH
HCKEGILIKDFLDEHYDIPKISMVNN
ITHNNEGYGVVLVKPTIFSDLQENAE
DGTEENKALKIQTSGEPDVAERVDL
EELIECATGKMELCARTDPSEQVEG
NCEIVNELIAASTQKGQIKKKRLSEL
GITQADDNLMSQEMFVGIVGNQFK
IWNGKGSFGTFLF




