
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8NET4 RTL9_HUMAN Homo
sapiens

Retrotransposon
Gag-like	protein
9

18.379595 NaN NaN 30379171 MSIPLHSLRFNNTMREENVEPQNK
QMAFCRPMTETRADVQILHSHVQLP
IVSTSASDPGGTSTQLMTSPVFDTM
SAPLMGVPNSGALSPPLMPASDSGA
LSPLLMPASDSGALSPLLMPALDSG
TLSPLLSTSEYGVMSPGMMTIPDFG
TMSATLMVAPDSAEISPLAMPAPSS
GVVCTPIMSTSSSEAMSTPLMLAPD
SGELSPILMQDMNPGVMSTQPVPAP
SSEAMSPLQITDEDTEAMSKVLMTA
LASGEISSLLMSGTDSEAISSLIMSA
VASGGTSPQPTSTQNSGGIPTPLMS
DLDSGIMSSLLMSSPGSEVMSTPLL
SVPDAGEMSTLPKPAPDAEAMSPAL
MTALPSGVMPTQTMPAPGSGAMSP
WSTQNVDSEMMSNPPVRATASGV
MSAPPVRALDSGAMSTPLMGAPAS
GNMSTLQKTVPASGAMTTSLMTVPS
SGVMSTEQMSATASRVMSAQLTMA
KTSGAMPTGSMKAVAKQYKRATASG
KMSTPLRRAPTSGAMSTQPVTATAS
ETMSMPQLTVPASGSMSMLQMRAP
VSEAMSMPQMRTMASGLTSAAQM
KAMTSGAMSTPLMTAQTSGSTSTLL
MRDTASGVMSCPQMRSLASGALSK
PLMTPKASGTMFTEKMTTTASEAM
PTLLMRDTVSGALSMPQMTDTASG
GLSASLMRDTASGAMSTSQMTATV
SGGMSMPLMRAQDPGVMPASLMR
AKVSGKMLSQPMSTQDPGGMSMSP
MKSMTAGGMQMNSPTSDVMSTPT
VRAWTSETMSTPLMRTSDPGERPSL
LTRASSSGEMSLPLMRAPASGEIATP
LRSPAYGAMSAPQMTATASGMMSS
MPQVKAPISGAMSMPLTRSTASGG
MSMPLMRAPDSRVTSTSQMMPTAS
GDMCTLPVRAPASGGVSSPLVRAPA
SGTMSTPLRRPSACETVSTELMRAS
ASGHMSTAQTTAMVSGGMSKPLMR
APASGTMPMPLMSAMASGEMSMP
LMETMASGATSTLQTSVANSRSMSL
SQTTYTVSGRMATAPIRASASGARST
SFMRASVSGSMPMPLPRATASGCG
MGMSMPQMTATDSRGMSTPLMRA
SGPGTMSTPQTAFGVMSTPEIKATD
SGEASTSHINITASGSKPTSHMTATT
PETAKPPPKEVPSFGMLTPALCYLLE
EQEAARGSCSVEEEMEIDEEKQMK
GFLDDSERMAFLVSLHLGAAERWFI
LQMEVGEPLSHENKSFLRRSQGIYD
SLSEIDILSAVLCHPKQGQKSVRQYA
TDFLLLARHLSWSDAILRTRFLEGLS
EAVTTKMGRIFLKVAGSLKELIDRSL
YTECQLAEEKDSPGNSSQVLPTACK
RNNEEAMGNELSSQQQTEEHQHVS
KRCYYLKEHGDPQEGLHDHLGQST
GHHQKAHTNK

None None None None None None None None None


