UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q8NFR7 CC148 HUMAN [Homo Coiled- 28.275761 NaN NaN 39894887 |MCAASASPDNLVFHMKNEMRNIKY |False False 1.5 3.409 |False False False False False
sapiens |[coil KPVDYQQLRALTEAKKLASASAKLKI

domain- RKAMLTSKLSKEQTLIKQHKQVWW

containing QEYQRLNEVRCKMESEIKSLLNEEN

protein IGNECLCDLTNFEQELSEQQCTYLK

148 NVINPIQQLRADLKYRQHHTLQHSH

PHIEFNSMKVLEEVDFVKKQLKTVF
ERLRLEQQRIENDLSDWSIKILDHSL
EEKTNPLSELPIELESLECPYPDLKS
SILSEFYKFTQKYQKKLQDFNLQLED
IYRNCQLSEEDHWIYQAILDQYPGDL
FGRRTLYLDMLQRYFPHKSRHDLVE
HEKYCDQYRFAIEQQNILISNWNKN
KKDFIQKAVLTLTEACATHEMESML
AKDKKKQQELCADLKAKVRQWRAH
QEEVARLEMEISARRREKEEEKEKL
'WKKKELLQRAEKKKKIKKYWAKKKQ
KWQEMEMRDLQRLEELKKLIAEQS
LKDRERVKYRQELLERRLMEKKEVA
LQEAHEDKERARRLEALRKQVAVVA
QFDPVRMMSDTMASKARMGIEIEE
EFILQKPLFTLNTYNEQQIISDPRLRF
ELALREAGLHRTLYAKEILPKISPQKP
PRKDMESTVFKI




