UniprotKB Entry name organism (full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus jmitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8NFUO BEST4 HUMAN [Homo Bestrophin-|28.275761 NaN NaN 39894887 MTVSYTLKVAEARFGGFSGLLLRWR |False True 1.196 [1.261 1.851 0.917 False 5.0 1.787

sapiens |4 GSIYKLLYKEFLLFGALYAVLSITYRL

LLTQEQRYVYAQVARYCNRSADLIPL
SFVLGFYVTLVVNRWWSQYTSIPLP
DQLMCVISASVHGVDQRGRLLRRTL
IRYANLASVLVLRSVSTRVLKRFPTM
EHVVDAGFMSQEERKKFESLKSDF
NKYWVPCVWFTNLAAQARRDGRIR
DDIALCLLLEELNKYRAKCSMLFHY
DWISIPLVYTQVVTIAVYSFFALSLVG
RQFVEPEAGAAKPQKLLKPGQEPAP
ALGDPDMYVPLTTLLQFFFYAGWLK
'VAEQIINPFGEDDDDFETNQLIDRNL
QVSLLSVDEMYQNLPPAEKDQYWD
EDQPQPPYTVATAAESLRPSFLGSTF
NLRMSDDPEQSLQVEASPGSGRPAP
AAQTPLLGRFLGVGAPSPAISLRNFG
RVRGTPRPPHLLRFRAEEGGDPEAA
ARIEEESAESGDEALEP




