UniprotKB Entry name organism full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8NFZ3 NLGNY HUMAN [Homo Neuroligin- [28.275761 NaN S712 39894887 [MLRPQGLLWLPLLFTSVCVMLNSN |False True 1.329 ([1.624 [1.446 1.238 0.863 4.412 1.859

sapiens 4, Y-linked IVLLWITALAIKFTLIDSQAQYPVVNT

NYGKIQGLRTPLPSEILGPVEQYLGV
PYASPPTGERRFQPPESPSSWTGIRN
IATQFSAVCPQHLDERFLLHDMLPIW
FTTSLDTLMTYVQDQNEDCLYLNIY
IVPMEDDIHEQNSKKPVMVYIHGGSY
MEGTGNMIDGSILASYGNVIVITINY
RLGILGFLSTGDQAAKGNYGLLDQIQ
IALRWIEENVGAFGGDPKRVTIFGSG
IAGASCVSLLTLSHYSEGLFQKAIIQS
GTALSSWAVNYQPAKYTRILADKVG
CNMLDTTDMVECLKNKNYKELIQQ
TITPATYHIAFGPVIDGDVIPDDPQIL
MEQGEFLNYDIMLGVNQGEGLKFV
DGIVDNEDGVTPNDFDFSVSNFVDN
LYGYPEGKDTLRETIKFMYTDWADK
ENPETRRKTLVALFTDHQWVAPAVA
TADLHAQYGSPTYFYAFYHHCQSEM
KPSWADSAHGDEVPYVFGIPMIGPT
ELFSCNFSKNDVMLSAVVMTYWTN
FAKTGDPNQPVPQDTKFIHTKPNRF
EEVAWSKYNPKDQLYLHIGLKPRVR
DHYRATKVAFWLELVPHLHNLNEIF
QYVSTTTKVPPPDMTSFPYGTRRSPA
KIWPTTKRPAITPANNPKHSKDPHK
TGPEDTTVLIETKRDYSTELSVTIAVG
IASLLFLNILAFAALYYKKDKRRHETH
RHPSPQRNTTNDITHIQNEEIMSLQ
MKQLEHDHECESLQAHDTLRLTCP
PDYTLTLRRSPDDIPFMTPNTITMIP
NTLMGMQPLHTFKTFSGGQNSTNL
PHGHSTTRV




