UniprotKB Entry name organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma

ID sites reticulum apparatus membrane

Q8NI08 NCOA7_HUMAN [Homo Nuclear [23.97526 NaN S89;T134;S179;S183;5208;5209;S2 |28657654;28510447 MDTKEEKKERKQSYFARLKKKKQAK (None None None [None |None None None None
sapiens [receptor 11;S441;S500;S502 QNAETASAVATRTHTGKEDNNTVVL

coactivator
7

EPDKCNIAVEEEYMTDEKKKRKSNQ
LKEIRRTELKRYYSIDDNQNKTHDK
KEKKMVVQKPHGTMEYTAGNQDTL
NSIALKFNITPNKLVELNKLFTHTIV
PGQVLFVPDANSPSSTLRLSSSSPGA
TVSPSSSDAEYDKLPDADLARKALKP
IERVLSSTSEEDEPGVVKFLKMNCR
YFTDGKGVVGGVMIVTPNNIMFDPH
KSDPLVIENGCEEYGLICPMEEVVSI
ALYNDISHMKIKDALPSDLPQDLCPL
'YRPGEWEDLASEKDINPFSKFKSINK
EKRQQNGEKIMTSDSRPIVPLEKST
GHTPTKPSGSSVSEKLKKLDSSRETS
HGSPTVTKLSKEPSDTSSAFESTAKE
NFLGEDDDFVDLEELSSQTGGGMH
KKDTLKECLSLDPEERKKAESQINN
SAVEMQVQSALAFLGTENDVELKGA
LDLETCEKQDIMPEVDKQSGSPESR
VENTLNIHEDLDKVKLIEYYLTKNKE
GPQVSENLQKTELSDGKSIEPGGIDI
TLSSSLSQAGDPITEGNKEPDKTWV
KKGEPLPVKLNSSTEANVIKEALDSS
LESTLDNSCQGAQMDNKSEVQLWL
LKRIQVPIEDILPSKEEKSKTPPMFLC
IKVGKPMRKSFATHTAAMVQQYGKR
RKQPEYWFAVPRERVDHLYTFFVQ
WSPDVYGKDAKEQGFVVVEKEELN
MIDNFFSEPTTKSWEIITVEEAKRRK
STCSYYEDEDEEVLPVLRPHSALLEN
MHIEQLARRLPARVQGYPWRLAYST
LEHGTSLKTLYRKSASLDSPVLLVIK
DMDNQIFGAYATHPFKFSDHYYGTG
ETFLYTFSPHFKVFKWSGENSYFIN
GDISSLELGGGGGRFGLWLDADLYH
GRSNSCSTFNNDILSKKEDFIVQDLE
VWAFD




