UniprotKB Entry name organism [full name [oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
ID sites sites reticulum |apparatus membrane |region
Q8QZR3 EST2A MOUSE |Mus Pyrethroid |38.223321 NaN NaN 40997131 MPLARLPGWLCVVACGLLLLLQHV |False False 1.389 [1.587 [1.416 4.144 False 1.188 1.881
musculus |hydrolase HGQDSASPIRNTHRGQVRGSFVHVK
Ces2a DTKSGVHAFLGIPFAKPPVGLLRFAP

PEDPEPWSGVRDGTSQPAMCLQPDI
MNLEDAKEMNLILPPISMSEDCLYL
NIYTPTHAQEGSNLPVMVWIHGGGL
'VVGSASMNDVSKLAATEEIVIVAIQY
RLGVLGFFSTGDQHARGNWGYLDQ
VAALRWVQKNIAYFGGNRDRVTIFG
VSAGGTSVSSHILSPMSKGLFHGAI
MQSGVALLPDLISDTSEVVYKTVANL
SGCEATDSEALIHCLRAKSKQEILAI
NQVFKMIPAVVDGEFLPKHPQELLT
SMDFHPVPSIIGVNTDECGWGVPMF
MGLDHIIKNITRETLPAVLKNTAARM
MLPPECSHLLVEEYMGDTEDPETLQ
AQFREMLGDFMFVIPALQVAHFQRS
QAPVYFYEFQHLSSFIKHVRPSHVKA
DHGDDVAFVFGSYLWDMNLDLTEE
EELLKRMMMKYWANFARNGNPNS
EGLPSWPVLDHDEQYLQLDTQPAVG
RALKARRLQFWTKTLPQKIQELKGS

QDKHAEL




