}Jl;l iprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr-a
sites sites reticulum |apparatus membrane regio
Q8QZY1 EIF3L_MOUSE |Mus Eukaryotic 35.144226 NaN NaN 37453647;34887587;33300544;226 |MSYPADDYESEAAYDPYAYPGDYDM |True False 2.472 [5.0 1.214 1.237 1.378 0.935 0.707
musculus [translation 45316 HTGDPKQDLAYERQYEQQTYQVIPE
initiation 'VIKNFIQYFHKTVSDLIDQKVYELQA
factor 3 SRVSSDVIDQKVYEIQDIYENSWTKL
subunit L TERFFKNTPWPEAEAIAPQVGNDAV

FLILYKELYYRHIYAKVSGGPSLEQRF
ESYYNYCNLFNYILNADGPAPLELPN
QWLWDIIDEFIYQFQSFSQYRCKTAK
KSEGEMDFLRSNPKVWNVHSVLNV
LHSLVDKSNINRQLEVYTSGGDPES
VAGEYGRHSLYKMLGYFSLVGLLRL
HSLLGDYYQAIKVLENIELNKKSMYS
RVPECQVTTYYYVGFAYLMMRRYQD
AIRVFANILLYIQRTKSMFQRTTYKYE
MINKQNEQMHALLAIALTMYPMRID
ESIHLQLREKYGDKMLRMQKGDPQ
VYEELFSYACPKFLSPVVPNYDNVH
PNYHKEPFLQQLKVFSDEVQQQAQL
STIRSFLKLYTTMPVAKLAGFLDLTE
QEFRIQLLVFKHKMKNLVWTSGISA
LDGEFQSASEVDFYIDKDMIHIADTK
'VARRYGDFFIRQIHKFEELNRTLKK

MGQRP




