UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q8QZY9 SF3B4 MOUSE [Mus Splicing |38.223321 NaN T56 40997131 MAAGPISERNQDATVYVGGLDEKVS [True False 2.178 |4.758 [0.992 0.965 False 0.872 0.873
musculus |factor EPLLWELFLQAGPVVNTHMPKDRV
3B TGQHQGYGFVEFLSEEDADYAIKIM
subunit NMIKLYGKPIRVNKASAHNKNLDVG
4 ANIFIGNLDPEIDEKLLYDTFSAFGVI

LQTPKIMRDPDTGNSKGYAFINFASF
DASDAAIEAMNGQYLCNRPITVSYAF
KKDSKGERHGSAAERLLAAQNPLSQ
ADRPHQLFADAPPPPSAPNPVVSSL
GSGLPPPGMPPPGSFPPPVPPPGALP
PGIPPAMPPPPMPPGAGGHGPPAAG
TPGAGHPGHGHSHPHPFPPGGMPH
PGMSQMQLAHHGPHGLGHPHAGP
PGSGGQPPPRPPPGMPHPGPPPMG
MPPRGPPFGSPMGHPGPMPPHGM
RGPPPLMPPHGYTGPPRPPPYGYQR
GPLPPPRPTPRPPVPPRGPLRGPLPQ




