UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q8ROF8 FAHD1 _MOUSE |Mus Acylpyruvase [22.380232 NaN S43 37507081 MTQSCTMASTKPLSRFWEWGKNIV [None None None |None None None None None None
musculus |[FAHDI, CVGRNYADHVKEMRSTVLSEPVLFL

mitochondrial

KPSTAYAPEGSPVLMPAYCRNLHHE
IVELGVLLGKRGEAIPEAAAMDYVAG
IYALCLDMTARDVQEECKKKGLPWTL
IAKSFTSSCPVSAFVPKEKIPDPHALR
LWLKVNGELRQEGKTSSMIFSIPYII
SYVSKIITLEEGDLILTGTPKGVGPIK
ENDEIEAGIDGVVSMRFKVKRSEY




