UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus jmitochndrion em%oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q8ROS1 IATF7_MOUSE |Mus Cyclic AMP- [24.992371 T138 T51;T53;T101 36852467 MGDDRPFVCSAPGCGQRFTNEDHL |None None None |None None None None None None
musculus |dependent IAVHKHKHEMTLKFGPARTDSVIIAD
transcription QTPTPTRFLKNCEEVGLFNELASSF

factor ATF-7

EHEFKKASDDDEKKGAAGPLDMSL
PSTPDIKIKEEEPVEVDSSPPDSPASS
PCSPPLKEKEVTTKPVVISTPTPTIVR
PGSLPLHLGYDPLHPTLPSPTSVITQ
APPSNRQIGSPTGSLPLVMHLANGQ
TMPMLPGPPVQMPSVISLARPVSMV
PNIPGIPGPPVNNSGSISPSGHPMPS
EAKMRLKATLTHQVSSINGGCGMV
IVGTASTMVTARPEQNQILIQHPDAP
SPAQPQVSPAQPTPSTGGRRRRTVD
EDPDERRQRFLERNRAAASRCRQKR
KLWVSSLEKKAEELTSQNIQLSNEV
TLLRNEVAQLKQLLLAHKDCPVTAL
QKKTQGYLGK




