}Jl;l iprotkB Entry name organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi plasma ex
sites reticulum |apparatus membrane re(
Q8R0S2 IQEC1_MOUSE [Mus 1Q motif |33.64034 NaN S88;5104;5106;S179;S247;S251;S5 (33300544;22645316 MWCLHCNSERTQSLLELELDSGVE |[None None None [None [None None None None Nc
musculus |and SEC7 10;S513;5890;T909;S922;S923 GEAPSSETGTSLDSPSAYHQGPLVPG
domain- SSLSPDHYEHTSVGAYGLYAGPGPQ
containing QRTRRPRLQHSTSVLRKQAEEEAIK
protein 1 RSRSLSESYELSSDLQDKQVEMLER

KYGGRLVTRHAARTIQTAFRQYQMN
KNFERLRSSMSENRMSRRIVLSNM
RMQFSFEGPEKVHSSYFEGKQVSVT
NDGSQLGALVPSECGDLSDPALKSP
APSSDFADAITELEDAFSRQVKSLAE
SIDDALNCRSLHSEEVPASDTARAR
DTEPKPGLHGMDHRKLDEMTASYS
DVTLYIDEEELSPPLPLSQAGDRPSS
TESDLRLRSGGAAQDYWALAHKED
KADTDTSCRSTPSLERPEPRLRVEHL
PLLTIEPPSDSSVELSDRSDRSSLKR
QSAYERSLGGQQGSPKHGPHGGPP
KGLPREEPELRPRPPRPLESHLAING
SANRQSKSESDYSDGDNDSINSTSN
SNDTINCSSESSSRDSLREQTLSKQT
YHKETRNSWDSPAFSNDVIRKRHYR
IGLNLFNKKPEKGIQYLIERGFVPDT
PVGVAHFLLQRKGLSRQMIGEFLGN
RQKQFNRDVLDCVVDEMDFSAMEL
DEALRKFQAHIRVQGEAQKVERLIEA
FSQRYCVCNPGVVRQFRNPDTIFILA
FAIILLNTDMYSPNVKPERKMKLED
FVKNLRGVDDGEDIPRETLIGIYERIR
KRELKTNEDHVSQVQKVEKLIVGKK
PIGSLHHGLGCVLSLPHRRLVCYCR
LFEVPDPNKPQKLGLHQREIFLFND
LLVVTKIFQKKKNSVTYSFRQSFSLY
GMQVLLFENQYYPNGIRLTSAVPGA
DIKVLINFNAPNPQDRKKFTDDLRE
SVAEVQEMEKHRIESELEKQKGVVR
PSMSQCSSLKKESGNGTLSRACLDD
SYASGEGLKRSALSSSLRDLSEAGKR
GRRSSAGSLESNVEFQPFQPPQPPV
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