UniprotkB Entry name organism [full name oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi extl:acellular
ID sites sites reticulum apparatus membrane region
Q8R127 SCPDL_MOUSE |Mus Saccharopine [24.474581 NaN S209;S215;S217 (33300544 | MATEQRPFHLVVFGASGFTGQFVTE [None None None |None None None None None None
musculus |dehydrogenase- EVAREQIASEQSSRLPWAVAGRSKE
like KLQQVLEKAAQKLGRPSLSSEVGVII

oxidoreductase

CDISNPASLDEMAKQAKLVLNCVGP
YRFYGEPVVKACIENGTSCIDICGEP
QFLELMHAKYHEKAAEKGVYIIGSS
GFDSIPADLGVLYTRNQMNGTLTAV
ESFLTINTGPEGLCIHDGTWKSAIYG
FGDKGSLRKLRSVSCLKPVPIVGTKL
KRRWPVSYCRELNSYSIPFLGSDISV
IVKRTQRYLHENLEDSPVQYAAYVTV
GGITSVIKLMFAGLFFLFFVKFSIGR
QLLIKFPWLFSFGYFSKQGPTQKQM
DETSFTMTFFGQGYSHGTCVEKNKP
NIRICTQVKGPEAGYVATPIAMVQAA
MTFLSDASDLPKGGGVFTPGAAFSR
TKLIDRLNKHGIEFSVISSSEV




