UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane |region
Q8R1B8 RORB_MOUSE Mus Nuclear (25.810548 NaN NaN 29187734 MCENQPKTKADGTAQIEVIPCKICG |[True False 1.458 |5.0 1.969 1.177 0.607 1.627 1.702
musculus [receptor DKSSGIHYGVITCEGCKGFFRRSQQ
ROR- NNASYSCPRQRNCLIDRTNRNRCQ
beta HCRLQKCLALGMSRDAVKFGRMSK

KQRDSLYAEVQKHQQRLQEQRQQQ
SGEAEALARVYSSSISNGLSNLNTET
GGTYANGHVIDLPKSEGYYSIDSGQP
SPDQSGLDMTGIKQIKQEPIYDLTSV
PNLFTYSSFNNGQLAPGITMSEIDRI
IAQNIIKSHLETCQYTMEELHQLAWQ
THTYEEIKAYQSKSREALWQQCAIQI
THAIQYVVEFAKRITGFMELCQNDQI
LLLKSGCLEVVLVRMCRAFNPLNNT
VLFEGKYGGMQMFKALGSDDLVNE
AFDFAKNLCSLQLTEEEIALFSSAVLI
SPDRAWLIEPRKVQKLQEKIYFALQH
'VIQKNHLDDETLAKLIAKIPTITAVCN
LHGEKLQVFKQSHPDIVNTLFPPLYK
ELFNPDCAAVCK




