UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em‘!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q8R2E9 ERO1B_MOUSE [Mus ERO1- |25.810548 NaN NaN 29187734 MSPGFRRAVTGQGAAAAVQLLVTLS |False True 2.262 |1.708 [2.148 5.0 1.584 1.289 2.26
musculus |like FLSSLVKTQVTGVLDDCLCDIDSIDK
protein FNTYKIFPKIKKLQERDYFRYYKVNL
beta KRPCPFWAEDGHCSIKDCHVEPCPE

SKIPVGIKAGRSNKYSQAANSTKELD
DCEQANKLGAINSTLSNESKEAFID
WARYDDSQDHFCELDDERSPAAQY
VDLLLNPERYTGYKGSSAWRVWNSI
YEENCFKPRSVYRPLNPLAPSRGED
DGESFYTWLEGLCLEKRVFYKLISGL
HASINLHLCANYLLEETWGKPSWGP
NIKEFRRRFDPVETKGEGPRRLKNL
YFLYLIELRALSKVAPYFERSIVDLYT
GNVEDDADTKTLLLSIFQDTKSFPM
HFDEKSMFAGDKKGAKSLKEEFRL
HFKNISRIMDCVGCDKCRLWGKLQT
QGLGTALKILFSEKEIQNLPENSPSK
GFQLTRQEIVALLNAFGRLSTSIREL
QNFKALLQHRR




