UniprotKB Entry name organism [full name [oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl_'acellular
ID sites sites reticulum |apparatus membrane region
Q8R2U7 LRC42 MOUSE Mus Leucine- (36.83566 NaN S399 40885482 MAYYLNSEAHLDPGPIYVRENGQLH |False False 2.062 [0.562 |False False False False 0.375
musculus [rich MVNLALDGVKNSLQKPRPFRLFPKG
repeat- FSVELCMNREDDTAQKEKTDHFIFT
containing IYTREGNLRYSAKSLFSLVLGFISDNV
protein 42 DHIDSLIGFPEQIAEKLFSAAEARQK

FTEPGAGLRALQKFTEAYGSLVLCSL
CLRNRYLVVAEKLEEIKSFRELTRLD
LSCCWLGDEHELLEHLTNEALSSVT
QLHLKDNCLSDAGIRKMTAPVRVM
KRGLENLALLDLSCNPEITDAGIGYL
FSFRKLNCLDISGTGLKDIKAVKDKL
RANIGLVHSKVPLKEFDHSNCKTEG
'WADQIVLQWERVSVEAVRQRKDVE
PRKAAQYFYQNRARTEVTRKCPLAE
THMNSSGKLQFYREEAPDCHEPLLS
QESKKSKKRAFKESEQEQSSPQSAK
QKCVCLAVEDWDLLNSY




