
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q8R332 NUP58_MOUSE Mus
musculus

Nucleoporin
p58/p45

43.059655 T74;T77;T81;S82;T88;T89;S90 T319 33300544;34887587;36852467;400
21952;29125738;29187734;409971
31

MATGFSFGSGTLGSTTVAPGGTGAG
SGFSFGTVASSTPSVGLNFGSLGSSV
TPASTSASAGGFGTGLFGSKPATGFT
LGGTSAGTAATTSASTTGFSLGFSKP
AASATPFALPVTSTSASGLTLSSALTS
TPAASTGFTLNNLGATPATTTTASTG
LSLGGALAGLGGSLFQSGNTATSGL
GQNALSLSLGTTAPTSAASNEGLGGI
DFSTSSDKKSDKTGTRPEDSKALKD
ENLPPVICQDVENLQKFVKEQKQVQ
EEISRMSSKAMLKVQEDIKALKQLL
SLAASGLQRNTLNIDKLKLETAQELK
NAEIALRTQKTPPGLQHENTAPADY
FRILVQQFEVQLQQYRQQIEELENH
LATQASNSHITPQDLSMAMQKIYQT
FVALAAQLQSIHENVKVLKEQYLGY
RKMFLGDAVDVFEARRTEAKKWQN
APRVTTGPTPFSTMPNAAAVAMAAT
LTQQQQPATGPQPSLGVSFGTPFGS
GIGTGLQSSGLGSSNLGGFGTSSGF
GCGTTGASTFGFGTTDKPSGSLSAG
FGSSSTSGFNFSNPGITASAGLTFGV
SNPASAGFGTGGQLLQLKRPPAGNK
RGKR

True False 1.71 4.521 1.799 0.779 0.797


