UniprotKB Entry name |organism [full name |oglcnacscore joglcnac sites phosphorylation |, yyyg sequence intracellular [extracellular [cytosol nucleus|mitochndrion |, .. | golgi plasma extracellular
ID sites reticulum  |apparatus|membrane [region
Q8R3L8 CDK8 MOUSE Mus Cyclin- 37.551664 T410;T411;T412 NaN 140885482;36852467 MDYDFKVKLSSERERVEDLFEYEGC [True False 2.427 |5.0 2.207 1.361 1.152 1.841 1.762
musculus |dependent KVGRGTYGHVYKAKRKDGKDDKDY
kinase 8 IALKQIEGTGISMSACREIALLRELKH

PNVISLLKVFLSHADRKVWLLFDYA
EHDLWHIIKFHRASKANKKPVQLPR
GMVKSLLYQILDGIHYLHANWVLHR
DLKPANILVMGEGPERGRVKIADMG
FARLFNSPLKPLADLDPVVVTFWYR
IAPELLLGARHYTKAIDIWAIGCIFAEL
LTSEPIFHCRQEDIKTSNPYHHDQL
DRIFNVMGFPADKDWEDIKKMPEH
STLMKDFRRNTYTNCSLIKYMEKHK
VKPDSKAFHLLQKLLTMDPIKRITSE
QAMQDPYFLEDPLPTSDVFAGCQIP
'YPKREFLTEEEPDEKGDKKTQQQQQ
GNNHTNGTGHPGNQDSGHAQGPP
LKKVRVVPPTTTSGGLIMTSDYQRSN
PHAAYPNPGPSTSQPQSSMGYSATS
QQPPQYSHQTHRY




