
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8R3S6 EXOC1_MOUSE Mus
musculus

Exocyst
complex
component
1

24.474581 NaN S470;T471;S473;S487;S501 33300544 MTAIKHALQRDIFTPNDERLLSIVNV
CKAGKKKKNCFLCATVTTERPVQVK
VVKVKKSDKGDFYKRQIAWALRDLA
VVDAKDAIKENPEFDLHFEKVYKWV
ASSTAEKNAFISCIWKLNQRYLRKKI
DFVNVSSQLLEESVPSGENQSVAGG
DEEAVDEYQELNAREEQDIEIMMEG
CECAISNAEAFAEKLSRELQVLDGA
NIQSIMASEKQVNTLMQLLDEALTE
VDQIELKLSSYEEMLQSVKEQMDQI
SESNHLIHLSNTNNVKLLSEIEFLVN
HMDLAKGHIKALQEGDLVSSRGIEA
CTNAADALLQCMNVALRPGHDMLL
AVKQQQQRFSDLREHFARRLASHL
NNVFVQQGHDQSSTLAQHSVELTLP
NHHPFHRDLLRYAKLMEWLKSTDY
GKYEGLTKNYMDYLSRLYEREIKDF
FEVAKMKMTGTSKESKKFATLPRKE
SAVKQETESLHGSSGKLTGSTSSLN
KLSVQSSGSRRSQSSSLLDMGNMS
ASDLDVADRTKFDKIFEQVLSELEPL
CLAEQDFISKFFKLQQHQNMSASM
TEAEDLDGGSLLRQHSSGTLLPVSS
EKDMIRQMMIKIFRCIEPELNNLIAL
GDKVDSFNSLYMLVKMSHHVWTAQ
NVDPASFLSTTLGNVLVTVKRNFDK
CISNQIRQMEEVKISKKSKVGILPFV
AEFEEFAGLAESIFKNAERRGDLDK
AYTKLIRGVFINVEKVANESQKTPRD
VVMMENFHHIFATLSRLKISCLEAE
KKEAKQKYTDHLQSYVIYSLGQPLEK
LNHFFEGVEARVAQGIREEEVSYQL
AFNKQELRKVIKEYPGKEVKKGLDN
LYKKVDKHLCEEENLLQVVWHSMQ
DEFIRQYKHFEGLIARCYPGSGVTME
FTIQDILDYCSSIAQSH

None None None None None None None None None


