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0

Q8R4U7 LUZP1_MOUSE Mus
musculus

Leucine
zipper
protein
1

37.344396 T794 S256;S261;S395;S513;S571;S575;S
612;S660;T680;S691;S746;S906;T9
52;S988

22645316;36852467;34887587;285
28544;26192747

MAELTNYKDAASNRHLRFKLQSLSR
RLDELEEATKNLQRAEDELLDLQDK
VIQAEGSDSSTLAEIEVLRQRVLKIEG
KDEEIKRAEDLCHTMKEKLEEEENL
TRELKSEIERLQKRMVDLEKLEEALS
RSKNECSQLCLSLNEERNLTKKISS
ELEMLRVKVKELESSEDRLDKTEQS
LVSELEKLKSLTLSFVNERKYLNEKE
KENEKIIKELTQKLEQNKKMNRDH
MRNASTFLERNDLRIEDGISSTLSSK
ESKRKGSLDYLKQVENETRDKSENE
KNRNQEDNKVKDLNQEIEKLKTQIK
HFESLEEELKKMRAKNNDLQDNYL
TELNRNRSLASQLEEIKLQVRKQKE
LGNGDIEGEDAFLLGRGRHERTKLK
GHGSEASVSKHTSRELSPQHKRERL
RNREFALSNEHYSLSSKQASSPVFT
NKRAAKASNMGMGTDSGTQETKRT
EDRFAPGSSHSEGKRGREQPSVLSR
YPPAAQEHTKVWKGAPKPGTESGLK
GKVEKTTRTFSDSTHVSVPNDIVGK
GDKTSDLSSEAHCGKRGQVPGHAS
QGTQAVESSCSKAIGALSSSQKASSE
GLSKGKKTANGLAADANFSNSKAPI
LSKYPYSSRSQENILQGFSLPNKEGV
DQPVAVVMEDSSQHEALRCRVIKSS
GREKPDSDDDLDIESFVTAKLVNTTI
TPEPEPKPQPNSREKVKSRGGTRTA
LFENDKNAAIENDSVKPTRPSSNAIE
FPDANCAGVKNQRPFSPREALRSRA
IIKPVIIDKDVKKIMGGSGTEVVLEKQ
KSTSKSVTSKVTSSITIYPSDSSGPRA
VPSEAPRERHTSTSNIQVGPPELTAI
SNHVSSPLELSIHKHDITLQLTEAER
VGDGSPKNRAEMVVSRSSILIKPSES
VEKNSHVPPAETIRWKSHSASSDSR
HITVRNAWKSKRDLKCSEDPPTGIG
RNMEATNAYTQRPCTDFLELEQPRS
QPSEQGARRVGNSGDAPELSPRRTQ
SSLTASEVLTRRDRMGGAITAASCN
HSSSMEEGEDSTFVTSRRIHNPLEH
SELPGKQGLPEPEPVWTEERLHPAK
PYAEED


