}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi P
name reticulum apparatus |ix
Q8R4X3 RBM12_MOUSE Mus RNA- (36.624144 T135;T137;S139(S352;S375;S420;S422;S424;S525 |40997131;40885482;40021952 [MAVVIRLQGLPIVAGTMDIRHFFSGL (False False 0.866 (3.382 |0.536 False False 0.
musculus |binding TIPDGGVHIVGGELGEAFIVFATDED
protein ARLGMMRTGGTIKGSKVTLLLSSKT
12 EMQNMIELSRRRFETANLDIPPANA

SRSGPPPSSGMSSRVNLPAIVPNFN
NPSPSVVTATTSVHESNKNIQTFSTA
SVGTAPPSMGTSFGSPTFSSTIPSTA
SPMNTVPPPPIPPIPAMPSLPPLPSIP
PIPVPPPVPTLPPVPPVPPIPPVPSVPP
MTTLPPMSGMPPLNPPPVAPLPAG
MNGSGAPIGLNNNMNPVFLGPLNP
VNSIQMNSQSSVKSLPINPDDLYVS
VHGMPFSAMENDVREFFHGLRVDA
'VHLLKDHVGRNNGNGLVKFLSPQD
TFEALKRNRMLMIQRYVEVSPATER
QWVAAGGHITFKQSMGPSGQAHPP
PQTLPRSKSPSGQKRSRSRSPHEAG
FCVYLKGLPFEAENKHVIDFFKKLDI
VEDSIYIAYGPNGKATGEGFVEFRND
IADYKAALCRHKQYMGNRFIQVHPIT
KKGMLEKIDMIRKRLQNFSYDQREL
IVLNPEGEVSSAKVCAHITNIPFSITK
MDVLQFLEGIPVDESAVHVLVDNNG
QGLGQALVQFKTEDDAHKSEHLHR
KKLNGREAFVHIVTLEDMREIEKNP
PAQGKKGLKISVPGNPAVPVIPSAGM
PAAGIPTAGIPGAGLPSAGMPGAGM
PSSGMPGPGMPGPGIPGAGIPGPAM
PGPAMPGPAMPGPAMPGPAMPGPA
MPGPAMPGPAMPGPAIPGPAIPGPAI
PGAGIPSAGGEEHVFLTVGSKEANN
GPPFNFPGNFGGPNAFGPPLPPPGL
GGAFGDVRPVMPSVGNSGLPGLGLE
VPGFGGAPNNISGPSGFGGIPQNFG
NGPGSLNAPPGFGSGPPGLGSVPGH
LSGPPAFGPGPGPGPIHIGGPPGFGA
SSGKPGPTIIKVQNMPFTVSIDEILDF
FYGYQVIPGSVCLKYNEKGMPTGEA
MVAFESRDEATAAVIDLNDRPIGSR
KVKLVLG




